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root: 0 (100%)

Bacteria: 0 (100%)

●Pseudomonas: 0 (3.1%)

●Rhizobiales: 0 (1.2%)

●Proteobacteria: 3 (9%)

●Gammaproteobacteria: 0 (3.1%)

●Firmicutes: 0 (3.9%)

●Staphylococcus: 0 (2%)

●Staphylococcus epidermidis: 3 (1.2%)

●Streptococcaceae: 0 (1.2%)

●Bacillales: 0 (2%)

Propionibacterium: 192 (84.7%)

●Propionibacterium acnes: 21 (9%)

Actinobacteria: 0 (86.7%)

●Acidovorax: 0 (1.2%)

●Alphaproteobacteria: 0 (1.2%) ●Betaproteobacteria: 0 (3.5%)

Propionibacteriaceae: 0 (84.7%)

●Ralstonia: 1 (1.6%)

●Pseudomonadales: 0 (3.1%) ●Burkholderiales: 0 (3.5%)

●Comamonadaceae: 0 (1.6%)●Rhizobiaceae: 0 (1.2%)

●Corynebacteriales: 0 (1.2%) Propionibacteriales: 0 (84.7%)

●Staphylococcaceae: 0 (2%)

●Bacilli: 0 (3.5%)

●Burkholderiaceae: 0 (1.6%)

cellular organisms: 0 (100%)

●Pseudomonadaceae: 0 (3.1%)

●Pseudomonas aeruginosa group: 0 (1.2%)

●Lactobacillales: 0 (1.6%)

●Rhizobium/Agrobacterium group: 0 (1.2%)

●Diapheromerini: 0 (0%)

NA12878



subjectZ

root: 0 (100%)

Bacteria: 320159 (100%)

●Pseudomonas: 2 (0%)

●Pseudomonas mendocina: 0 (0%)

●Rhizobiales: 0 (0%)

●Agrobacterium: 0 (0%)

●Agrobacterium tumefaciens: 0 (0%)

Moraxellaceae: 0 (16.3%)

Acinetobacter: 0 (16.3%)

●Enterobacteriaceae: 12 (0%)

●Escherichia: 4 (0%)

●Escherichia coli: 8 (0%)

●Klebsiella: 0 (0%)

●Klebsiella pneumoniae: 0 (0%)

●Vibrionaceae: 0 (0%)

●Vibrio: 0 (0%)

●Vibrio parahaemolyticus: 1 (0%)

Proteobacteria: 28057 (23.6%)

Gammaproteobacteria: 2321 (16.9%)

●Firmicutes: 0 (0%)

●Staphylococcus: 1 (0%)

●Bacillales: 0 (0%)

●Actinobacteria: 0 (0%)

●Alphaproteobacteria: 0 (0%)

●Propionibacteriaceae: 0 (0%)Pseudomonadales: 0 (16.3%)

●Klebsiella pneumoniae subsp. pneumoniae: 0 (0%)

●Rhizobiaceae: 0 (0%)

●Propionibacteriales: 0 (0%)

●Staphylococcaceae: 0 (0%)

●Bacilli: 0 (0%)

●Enterobacteriales: 0 (0%)

cellular organisms: 0 (100%)

●Pseudomonadaceae: 0 (0%)

●Vibrionales: 0 (0%)

●Pseudomonas aeruginosa group: 0 (0%)

●Rhizobium/Agrobacterium group: 0 (0%)

●Diapheromerini: 0 (0%)

●Pseudomonas sp. 1−7: 3 (0%) ●Vibrio harveyi group: 0 (0%)

●Escherichia coli O104:H4: 0 (0%)

●Agrobacterium tumefaciens F2: 6 (0%)

●Agrobacterium tumefaciens complex: 0 (0%)
●Vibrio parahaemolyticus EKP−028: 3 (0%)●Vibrio parahaemolyticus EKP−021: 4 (0%)●Klebsiella pneumoniae subsp. pneumoniae BJ1−GA: 59 (0%)●Pseudomonas mendocina EGD−AQ5: 15 (0%) ●Escherichia coli O104:H4 str. 2011EL−1675A: 3 (0%)

Acinetobacter sp. MII: 68486 (16.3%)



Snyder

●root: 0 (100%)

●Bacteria: 22632 (98.9%)

●Simonsiella: 0 (0%)

●Simonsiella muelleri: 0 (0%)

●Spirochaetales: 0 (3%)

●Spirochaetaceae: 28 (3%)

●Treponema: 9550 (3%)

●Treponema denticola: 29729 (0.6%)●Treponema phagedenis: 0 (0%)●Treponema succinifaciens: 0 (0%)●Campylobacter: 26677 (1.8%)

●Campylobacter fetus: 3 (0%)●Campylobacter concisus: 22620 (0.9%)●Campylobacter curvus: 0 (0%)●Campylobacter rectus: 0 (0.1%)●Campylobacter showae: 1437 (0.2%)

●Helicobacter: 0 (0%)

●Helicobacter cinaedi: 0 (0%) ●Chryseobacterium indologenes: 0 (0%)

●Thermus: 3 (0%)

●Thermus thermophilus: 4 (0%)

●Pseudomonas: 15 (0%)

●Rhizobiales: 0 (0%)

●Moraxellaceae: 0 (0%)

●Acinetobacter: 7 (0%)

●Acinetobacter baumannii: 50 (0%)

●Neisseriaceae: 1031 (1.6%)

●Neisseria: 29646 (1.4%)

●Neisseria cinerea: 0 (0%)●Neisseria flavescens: 3429 (0.3%)●Neisseria gonorrhoeae: 104 (0%)●Neisseria lactamica: 82 (0%)●Neisseria meningitidis: 1937 (0%)●Neisseria mucosa: 3 (0.1%)●Neisseria polysaccharea: 0 (0%)●Neisseria sicca: 294 (0%)●Neisseria elongata: 0 (0%)●Neisseria macacae: 0 (0%)●Kingella denitrificans: 0 (0%)●Kingella kingae: 1 (0%)●Kingella oralis: 0 (0%)

●Alcaligenaceae: 0 (0%)

●Bordetella: 0 (0%)

●Bordetella bronchiseptica: 0 (0%)

●Eikenella: 0 (0.1%)

●Eikenella corrodens: 1257 (0.1%)

●Enterobacteriaceae: 13 (0%)

●Escherichia: 0 (0%)

●Escherichia coli: 3 (0%)

●Klebsiella: 1 (0%)

●Klebsiella pneumoniae: 3 (0%)

●Yersinia: 0 (0%)

●Yersinia pestis: 0 (0%)

●Aeromonas: 0 (0%)

●Aeromonas salmonicida: 0 (0%)

●Pasteurellaceae: 4375 (2%)

●Actinobacillus: 1 (0%)

●Aggregatibacter actinomycetemcomitans: 75 (0%)●Actinobacillus suis: 3 (0%)●Actinobacillus ureae: 0 (0%)

●Haemophilus: 12203 (1.7%)

●Haemophilus haemolyticus: 2242 (0.1%)●Haemophilus influenzae: 1551 (0%)●Haemophilus parainfluenzae: 27306 (1.2%)●Histophilus somni: 0 (0%)●Aggregatibacter aphrophilus: 2127 (0.1%)●Haemophilus parahaemolyticus: 0 (0%)●Haemophilus paraphrohaemolyticus: 0 (0%)●[Haemophilus] parasuis: 4 (0%)●Aggregatibacter segnis: 0 (0.1%)

●Pasteurella: 0 (0%)

●Pasteurella multocida: 3 (0%)●Gallibacterium anatis: 1 (0%)●Pasteurella bettyae: 0 (0%)

●Chlamydiaceae: 0 (0%)

●Chlamydia: 0 (0%)

●Bacteroidaceae: 0 (0%)

●Bacteroides: 170 (0%)

●Bacteroides fragilis: 1 (0%)●Bacteroides uniformis: 5 (0%)●Bacteroides vulgatus: 1 (0%)●Campylobacter gracilis: 0 (0%)

●Sebaldella termitidis: 0 (0%)

●Butyrivibrio: 1 (0%)

●Porphyromonas: 62478 (3.4%)

●Porphyromonas gingivalis: 577 (0%)

●Prevotella: 300677 (16.1%)

●Roseburia: 0 (0%)●Oxalobacter: 0 (0%)

●Oxalobacter formigenes: 0 (0%)

●Fusobacterium: 78349 (6.7%)

●Fusobacterium gonidiaformans: 7 (0%)●Fusobacterium mortiferum: 0 (0%)●Fusobacterium nucleatum: 9348 (0.3%)●Faecalibacterium prausnitzii: 5 (0%) ●Fusobacterium necrophorum: 8 (0%)●Fusobacterium periodonticum: 154094 (4.9%)

●Cardiobacteriaceae: 19 (0.1%)

●Megasphaera: 48 (0.3%)●Selenomonas: 2643 (0.4%)

●Selenomonas ruminantium: 0 (0%)

●Bacteroidetes: 4334 (25.7%)

●Bergeyella zoohelcum: 22 (0%)

●Capnocytophaga: 68072 (3.9%)

●Capnocytophaga gingivalis: 0 (0.9%)●Capnocytophaga ochracea: 4094 (0.1%)●Capnocytophaga sputigena: 0 (0.6%)

●Afipia: 0 (0%)

●Proteobacteria: 500 (5.8%)

●Gammaproteobacteria: 345 (2.1%)

●Firmicutes: 118166 (42.2%)

●Leuconostoc: 0 (0%)

●Leuconostoc mesenteroides: 0 (0%)●Oenococcus oeni: 0 (0%)

●Pediococcus: 6 (0%)

●Pediococcus acidilactici: 87 (0%)

●Peptostreptococcus: 638 (0.1%)

●Finegoldia magna: 4 (0%)●Peptostreptococcus anaerobius: 0 (0%)

●Ruminococcus: 0 (0%)

●Micrococcaceae: 1277 (8.4%)

●Staphylococcus: 77 (0%)

●Staphylococcus aureus: 5 (0%)●Staphylococcus epidermidis: 131 (0%)●Staphylococcus warneri: 46 (0%)

●Deinococcus−Thermus: 0 (0%)

●Streptococcaceae: 488 (14.6%)

●Streptococcus: 365262 (14.5%)

●Streptococcus gordonii: 0 (0.1%)●Streptococcus oralis: 501 (0.1%)●Streptococcus salivarius: 8559 (0.4%)●Streptococcus sanguinis: 26618 (0.6%)●Streptococcus suis: 66 (0%)●Streptococcus thermophilus: 9807 (0.2%)●Streptococcus mutans: 5594 (0.1%)●Streptococcus sobrinus: 0 (0%)●Streptococcus agalactiae: 8433 (0.2%)●Streptococcus pneumoniae: 2137 (0.1%)●Streptococcus pyogenes: 9 (0%)●Streptococcus downei: 0 (0%)●Streptococcus parasanguinis: 55807 (2.2%)

●Streptococcus anginosus: 631 (0%)

●Streptococcus criceti: 0 (0%)

●Streptococcus dysgalactiae: 1 (0%)

●Streptococcus equinus: 0 (0%)

●Streptococcus equi: 1 (0%)●Streptococcus intermedius: 1587 (0%)

●Streptococcus vestibularis: 279 (0%)●Streptococcus parauberis: 1 (0%)

●Enterococcus: 11 (0%)

●Enterococcus faecalis: 1 (0%)●Enterococcus faecium: 3 (0%)●Enterococcus gallinarum: 0 (0%)

●Lactococcus: 86 (0.1%)

●Lactococcus lactis: 832 (0.1%)

●Lactococcus lactis subsp. cremoris: 1068 (0%)●Lactococcus lactis subsp. lactis: 4701 (0.1%)

●Lactococcus garvieae: 0 (0%)●Lactococcus raffinolactis: 0 (0%)

●Aerococcus: 0 (0%)

●Aerococcus viridans: 0 (0%)●Gemella: 16949 (5.9%)

●Gemella haemolysans: 2290 (0.3%)

●Atopobium: 4537 (0.3%)

●Atopobium parvulum: 31 (0%)●Atopobium rimae: 0 (0%)

●Bacillales: 176 (5.9%)

●Bacillus: 0 (0%)

●Bacillus cereus: 0 (0%)

●Clostridium: 4 (0%)

●Peptoclostridium difficile: 16 (0%)●Clostridium novyi: 0 (0%)

●Lactobacillus: 165 (0.1%)

●Lactobacillus casei: 36 (0%)

●Lactobacillus delbrueckii: 12 (0%)

●Lactobacillus delbrueckii subsp. bulgaricus: 5 (0%)

●Lactobacillus helveticus: 203 (0%)●Lactobacillus plantarum: 452 (0%)

●Lactobacillus paracasei: 19 (0%)

●Lactobacillus reuteri: 3 (0%)●Lactobacillus fermentum: 334 (0%)●Lactobacillus salivarius: 7 (0%)

●Corynebacteriaceae: 0 (0.7%)

●Actinomyces: 32643 (3.1%)

●Actinomyces naeslundii: 0 (0.1%)●Actinomyces viscosus: 0 (0%)●Actinomyces odontolyticus: 2680 (0.1%)

●Bifidobacterium: 60 (0%)

●Bifidobacterium breve: 0 (0%)●Bifidobacterium dentium: 22 (0%)

●Corynebacterium: 137 (0.7%)

●Eubacterium: 17 (0.2%)

●Propionibacterium: 1482 (0.1%)

●Propionibacterium freudenreichii: 0 (0%)●Propionibacterium acnes: 24 (0%)●Propionibacterium propionicum: 0 (0.1%)

●Propionibacterium freudenreichii subsp. shermanii: 0 (0%)

●Actinobacteria: 25264 (13.7%)

●Nocardioides: 0 (0%)

●Actinomycetales: 0 (3.7%)

●Rothia dentocariosa: 26225 (1%)

●Actinomycetaceae: 102 (3.7%)

●Mobiluncus: 8 (0%)

●Mobiluncus curtisii: 3 (0%)

●Mycoplasmatales: 0 (0%)

●Mycoplasmataceae: 2 (0%)

●Mycoplasma: 40 (0%)

●Mycoplasma arthritidis: 0 (0%)

●Ureaplasma: 0 (0%)

●Ureaplasma urealyticum: 0 (0%)

●unclassified Bacteria: 0 (0%)

●Gardnerella: 0 (0%)

●Gardnerella vaginalis: 5 (0%)●Cardiobacterium: 123 (0.1%)

●Cardiobacterium hominis: 0 (0.1%)

●Eukaryota: 0 (1.1%)

●Rhodomelaceae: 0 (0%)

●Embryophyta: 0 (0%)

●Magnoliophyta: 0 (0%)

●Liliopsida: 0 (0%)

●Poaceae: 0 (0%)

●Oryza: 0 (0%)
●Oryza glaberrima: 33 (0%)

●commelinids: 0 (0%)

●Eumetazoa: 0 (1.1%)

●Euechinoidea: 0 (0%)

●Chordata: 0 (1.1%)

●Vertebrata: 0 (1.1%)
●Gnathostomata: 0 (1.1%)

●Sarcopterygii: 0 (1.1%)

●Eutheria: 0 (1.1%)

●Ruminantia: 0 (1.1%)

●Bovidae: 0 (1.1%)

●Bos: 0 (1.1%)
●Bos taurus: 60754 (1.1%)

●Bovinae: 0 (1.1%)

●Bifidobacterium animalis: 0 (0%)

●Streptococcus mitis: 18887 (1.2%) ●Lactobacillus curvatus: 0 (0%)

●Bacteroides eggerthii: 0 (0%) ●Odoribacter splanchnicus: 0 (0%)●Porphyromonas asaccharolytica: 69 (0%)●Porphyromonas endodontalis: 0 (0.2%)●Prevotella bivia: 1302 (0%)●Prevotella buccae: 380 (0%)●Prevotella buccalis: 21 (0%)●Prevotella denticola: 14639 (0.4%)●Prevotella disiens: 456 (0.1%)●Prevotella intermedia: 0 (0.7%)●Prevotella melaninogenica: 31149 (1.6%)●Prevotella nigrescens: 18805 (0.5%)●Prevotella oralis: 808 (0%)●Prevotella oris: 16012 (0.6%)●Prevotella oulorum: 0 (0%)●Prevotella veroralis: 0 (0.2%)●Capnocytophaga canimorsus: 0 (0%)

●Alphaproteobacteria: 0 (0%)●Betaproteobacteria: 110 (1.9%)

●Deltaproteobacteria: 1 (0%)

●Arcanobacterium: 0 (0%)

●Arcanobacterium haemolyticum: 0 (0%)

●Neisseria subflava: 0 (0.2%) ●Tyzzerella nexilis: 0 (0%)●Staphylococcus capitis: 3 (0%)

●Streptococcus gordonii str. Challis: 0 (0.1%)

●Veillonella: 157834 (12.5%)

●Veillonella parvula: 5241 (0.2%)

●Aeromonas salmonicida subsp. salmonicida: 0 (0%)

●Epsilonproteobacteria: 0 (1.8%) ●Bifidobacteriaceae: 1 (0%)●Propionibacteriaceae: 2 (0.1%)

●Mollicutes: 0 (0%)

●Veillonellaceae: 1708 (13.3%)●Clostridiaceae: 1 (0%)

●Helcococcus: 0 (0%)

●Fusobacteria: 0 (8.1%)

●Leptotrichia: 4299 (1.4%)●Sebaldella: 0 (0%)

●Rothia: 5362 (8.4%)

●Kingella: 2 (0%)

●Tetrapoda: 0 (1.1%)
●Amniota: 0 (1.1%)

●Theria: 0 (1.1%)

●Anaerococcus hydrogenalis: 0 (0%)●Peptoniphilus indolicus: 0 (0%)●Peptoniphilus lacrimalis: 4 (0.5%)●Anaerococcus lactolyticus: 0 (0%)●Parvimonas micra: 0 (0.1%)●Anaerococcus vaginalis: 0 (0%)

●Coprococcus: 0 (0%)

●Viridiplantae: 0 (0%)●Opisthokonta: 0 (1.1%)

●Metazoa: 0 (1.1%)

●Bilateria: 0 (1.1%)

●Deuterostomia: 0 (1.1%)

●Anoxybacillus flavithermus: 14 (0%)

●Lactobacillaceae: 13 (0.1%)

●Leuconostoc mesenteroides subsp. cremoris: 4 (0%)

●Riemerella: 0 (0%)

●Riemerella anatipestifer: 15 (0%)

●Streptobacillus: 0 (0%)

●Streptobacillus moniliformis: 0 (0%)

●Streptophyta: 0 (0%)

●Pecora: 0 (1.1%)

●Eubacterium brachy: 0 (0.2%)●[Eubacterium] nodatum: 0 (0%)

●Mogibacterium timidum: 0 (0%)

●unclassified Bacteroidetes (miscellaneous): 0 (0.2%)

●Poales: 0 (0%)

●Dorea formicigenerans: 0 (0%)●Eubacterium ramulus: 0 (0%)●Eubacterium rectale: 1 (0%) ●Veillonella atypica: 2199 (0.1%)●Veillonella dispar: 0 (0.3%)

●unclassified Clostridiales (miscellaneous): 0 (0%) ●Corynebacterium glucuronolyticum: 0 (0%)●Dialister: 16 (0%)

●Streptococcus equi subsp. zooepidemicus: 20 (0%)

●Helcococcus kunzii: 0 (0%) ●Leptotrichia buccalis: 0 (0.1%)

●Mammalia: 0 (1.1%)

●Bradyrhizobiaceae: 0 (0%)●Sphingomonadaceae: 0 (0%)

●Porphyromonas catoniae: 2072 (0.1%)

●Corynebacterium argentoratense: 0 (0%)

●Butyrivibrio proteoclasticus: 0 (0%)

●Rothia mucilaginosa: 195567 (6.9%)●Corynebacterium matruchotii: 13265 (0.5%)●Johnsonella: 0 (0.1%)

●Johnsonella ignava: 0 (0.1%)

●Catonella: 0 (0.1%)

●Catonella morbi: 0 (0.1%)

●Filifactor: 0 (0.1%)

●Pasteurella multocida subsp. multocida: 0 (0%) ●Capnocytophaga granulosa: 0 (0.2%)

●Butyrivibrio crossotus: 0 (0%)

●Abiotrophia: 0 (0%)

●Granulicatella adiacens: 0 (0.3%)●Abiotrophia defectiva: 0 (0%)

●Staphylococcus aureus subsp. aureus: 0 (0%)

●Ruminococcus lactaris: 91 (0%)

●Oenococcus: 0 (0%)●Weissella: 1 (0%)

●Parabacteroides merdae: 14 (0%)●Bacteroides stercoris: 0 (0%)

●Lautropia: 0 (0.3%)

●Lautropia mirabilis: 0 (0.3%)

●Lactobacillus paracasei subsp. paracasei: 0 (0%)

●Lactobacillus rhamnosus: 844 (0%)

●Flavobacteriaceae: 136 (3.9%)

●Treponema maltophilum: 0 (0.1%)

●Chlamydiae/Verrucomicrobia group: 0 (0%)

●Chlamydiales: 0 (0%)

●Mycoplasma yeatsii: 0 (0%)

●Mitsuokella: 0 (0%)

●Mitsuokella multacida: 0 (0%)

●Actinomyces georgiae: 0 (0%)

●Treponema lecithinolyticum: 0 (0.4%)●Treponema socranskii: 0 (0.1%)

●Actinomyces graevenitzii: 10268 (0.5%)

●[Eubacterium] infirmum: 0 (0%)●Afipia broomeae: 0 (0%)

●Tracheophyta: 0 (0%)

●Spermatophyta: 0 (0%)

●Treponema medium: 0 (0.2%)●Streptococcus macedonicus: 0 (0%) ●Chryseobacterium: 13 (0%)●Bergeyella: 0 (0%)

●Prevotella pallens: 0 (2.3%)

●unclassified Flavobacteriaceae: 0 (0%)

●Corynebacterium durum: 0 (0.2%)●Facklamia: 0 (0%)

●Bacteroidetes/Chlorobi group: 0 (25.7%)

●delta/epsilon subdivisions: 0 (1.8%)

●Streptococcus peroris: 0 (0%)●Streptococcus infantis: 5638 (1%)

●Thermales: 0 (0%)

●Treponema vincentii: 54611 (1.4%)

●Treponema socranskii subsp. paredis: 0 (0.1%)

●eudicotyledons: 0 (0%)

●rosids: 0 (0%)

●Pseudomonadales: 0 (0%)

●Helicobacteraceae: 0 (0%)●Campylobacteraceae: 1 (1.8%)

●Oxalobacteraceae: 0 (0%)

●Mannheimia: 0 (0%)

●Campylobacter hominis: 0 (0%)

●Actinobaculum: 0 (0.5%)

●Fusobacterium nucleatum subsp. nucleatum: 115 (0%)●Fusobacterium nucleatum subsp. polymorphum: 0 (0%)●Fusobacterium nucleatum subsp. animalis: 429 (0%)●Streptococcus constellatus: 4 (0%) ●Prevotella bryantii: 0 (0%)

●Parascardovia denticolens: 9 (0%)

●Euphyllophyta: 0 (0%)

●Burkholderiales: 55 (0.3%)

●Comamonadaceae: 2 (0%) ●Leuconostocaceae: 0 (0%)●Enterococcaceae: 0 (0%)

●Atopobium vaginae: 0 (0%)

●Centipeda: 0 (0.1%)

●Centipeda periodontii: 0 (0.1%)

●Ennominae: 0 (0%)

●Chlamydia psittaci: 85 (0%)

●Coriobacteriaceae: 0 (0%)

●Slackia: 121 (0%)

●Slackia exigua: 0 (0%)

●unclassified Coriobacteriaceae: 0 (0%)

●Gemella sanguinis: 0 (5.3%)●Gemella bergeri: 0 (0%)

●Cryptobacterium: 0 (0%)

●Cryptobacterium curtum: 0 (0%)

●Aeromonadaceae: 0 (0%)

●Coriobacteriia: 5 (0.3%)

●Coriobacteriales: 26 (0.3%)

●Bifidobacteriales: 0 (0%)●Micrococcales: 271 (8.4%)●Corynebacteriales: 10 (0.7%)●Propionibacteriales: 0 (0.1%)

●Nocardioidaceae: 0 (0%)

●Mannheimia varigena: 0 (0%) ●Mogibacterium: 10029 (0.2%)●Bacillus cereus group: 0 (0%)

●Neisseria elongata subsp. glycolytica: 0 (0%) ●Craniata: 0 (1.1%)

●Staphylococcaceae: 0 (0%)

●Bacilli: 2677 (21.1%)

●Enterobacteriales: 0 (0%)

●Cetartiodactyla: 0 (1.1%)

●Gunneridae: 0 (0%)

●Ramlibacter tataouinensis: 0 (0%)

●Ureaplasma urealyticum serovar 13: 0 (0%)

●Candidatus Saccharibacteria: 111 (0%)

●Collinsella: 0 (0%)

●Solobacterium moorei: 0 (0.1%)●Streptococcus infantarius: 0 (0%)

●Actinomyces urogenitalis: 10 (0%)

●Pseudoflavonifractor capillosus: 0 (0%)

●Nocardioides sp. CF8: 6 (0%)●Pseudoramibacter: 0 (0%)

●Pseudoramibacter alactolyticus: 0 (0%)

●Selenomonas ruminantium subsp. lactilytica: 0 (0%)

●Craniiformea: 0 (0%)●Bacillus nealsonii: 0 (0%) ●Coprococcus catus: 0 (0%)

●Granulicatella: 803 (0.3%)

●Teleostomi: 0 (1.1%)
●Euteleostomi: 0 (1.1%)

●Flavobacteriia: 1 (3.9%)

●Bulleidia: 0 (0%)

●Bulleidia extructa: 0 (0%)

●Burkholderiaceae: 22 (0.3%)

●Streptococcus dysgalactiae subsp. equisimilis: 2 (0%)

●Streptococcus dysgalactiae group: 0 (0%)

●Solobacterium: 0 (0.1%)

●Erysipelotrichaceae: 190 (0.1%)

●Geobacillus: 3 (0%) ●Actinomyces turicensis: 0 (0%)

●Streptophytina: 0 (0%)

●cellular organisms: 786 (100%)

●Olsenella: 2 (0%)

●Olsenella uli: 213 (0%) ●Ureaplasma parvum: 7 (0%)●Selenomonas flueggei: 0 (0%)●Selenomonas infelix: 0 (0%)●Selenomonas noxia: 919 (0%)

●Cardiobacteriales: 0 (0.1%)

●Pseudomonadaceae: 0 (0%)

●Aeromonadales: 0 (0%)●Pasteurellales: 0 (2%)

●Neisseria meningitidis serogroup C: 0 (0%)

●Pseudomonas stutzeri group: 0 (0%) ●Granulicatella elegans: 0 (0%) ●Olsenella profusa: 0 (0%)●Filifactor alocis: 0 (0.1%)

●Fusobacterium necrophorum subsp. funduliforme: 16 (0%)

●[Eubacterium] sulci: 0 (0.4%) ●Mobiluncus curtisii subsp. holmesii: 0 (0%)

●Oryzoideae: 0 (0%)
●Oryzeae: 0 (0%)

●Lactobacillus iners: 21 (0%)

●Streptococcus equi subsp. equi: 0 (0%)

●Streptococcus urinalis: 3 (0%)

●Finegoldia: 0 (0%)

●Streptococcus infantarius subsp. infantarius: 13 (0%)

●Anoxybacillus: 2 (0%)●Gallibacterium: 0 (0%)

●Fusobacterium nucleatum subsp. vincentii: 252 (0%)

●Anaeroglobus: 0 (0%)

●Anaeroglobus geminatus: 0 (0%) ●Leptotrichia wadei: 0 (0.1%)●Leptotrichia hofstadii: 0 (0%)●Leptotrichia goodfellowii: 0 (0%)

●Megamonas: 1 (0%)

●Megamonas hypermegale: 0 (0%)

●Corynebacterium kroppenstedtii: 0 (0%)●Peptoniphilus: 11 (0.5%)

●Crotalarieae: 0 (0%)

●Prevotella copri: 0 (0%)

●Sphingobium: 0 (0%) ●Anaerococcus: 2 (0%)

●Roseburia intestinalis: 3 (0%)

●Bacteroidales: 23343 (21.6%)

●Porphyromonadaceae: 320 (4.6%) ●Prevotellaceae: 830 (16.5%)

●unclassified Bacteroidetes: 0 (0.2%)

●Rothia aeria: 14903 (0.4%)●Ramlibacter: 0 (0%)

●Streptococcus sinensis: 245 (0%)

●Shuttleworthia: 234 (0%)

●Shuttleworthia satelles: 0 (0%)●Facklamia hominis: 6 (0%)

●Actinomyces cardiffensis: 0 (0%)

●Streptococcus constellatus subsp. constellatus: 0 (0%)●Streptococcus constellatus subsp. pharyngis: 772 (0%)

●Clostridia: 4 (5.6%)

●Clostridiales: 4881 (5.6%)

●Lachnospiraceae: 7577 (3.8%)●Peptostreptococcaceae: 95 (0.2%)●Eubacteriaceae: 0 (0.2%)●unclassified Clostridiales: 0 (0%)●Bacillaceae: 2 (0%)

●Lactobacillales: 5014 (15.1%)

●Aerococcaceae: 2 (0%)●Carnobacteriaceae: 22 (0.3%)

●unclassified Lachnospiraceae: 77 (0.2%)

●Megasphaera micronuciformis: 0 (0.3%)●Veillonella montpellierensis: 0 (0%)

●Thermaceae: 0 (0%)

●Deinococci: 0 (0%)

●Dorea: 0 (0%)

●Prevotella micans: 0 (0.1%)

●Fusobacterium nucleatum subsp. nucleatum ATCC 25586: 263 (0%)

●Corynebacterium atypicum: 3 (0%)

●Cardiobacterium valvarum: 0 (0%) ●Streptococcus oligofermentans: 0 (0%) ●Tannerella: 0 (1.2%)

●Scardovia: 4 (0%)●Parascardovia: 0 (0%)

●Haemophilus aegyptius: 0 (0%)

●unclassified Peptostreptococcaceae: 48 (0.1%)

●Bacteroidia: 0 (21.6%)

●Flavobacteriales: 47 (3.9%)

●Pseudomonas chloritidismutans: 0 (0%)

●Fusobacteriia: 0 (8.1%)

●Fusobacteriales: 519 (8.1%)

●Fusobacteriaceae: 233 (6.7%)

●Spirochaetes: 0 (3%)

●Spirochaetia: 0 (3%)●Chlamydiae: 0 (0%)

●Chlamydiia: 0 (0%)●Sphingomonadales: 0 (0%)●Neisseriales: 24 (1.6%)

●Fusobacterium nucleatum subsp. vincentii ATCC 49256: 373 (0%)

●Campylobacterales: 24 (1.8%)

●Histophilus: 0 (0%) ●Faecalibacterium: 0 (0%)

●Dialister invisus: 0 (0%)

●Athroismeae: 0 (0%)

●Treponema putidum: 489 (0%)

●Prevotella salivae: 16048 (0.7%)

●Scardovia wiggsiae: 0 (0%)

●Chryseobacterium formosense: 3 (0%)

●Oribacterium sinus: 0 (1.6%)

●Porphyromonas gingivalis W83: 6 (0%)

●Prevotella bergensis: 0 (0%) ●Mycoplasma arthritidis 158L3−1: 7 (0%)●Treponema denticola ATCC 35405: 55 (0%)

●butyrate−producing bacterium SM4/1: 4 (0%)●butyrate−producing bacterium SS3/4: 28 (0%)

●Prevotella intermedia 17: 37893 (0.7%)

●Streptococcus mitis NCTC 12261: 569 (0%)

●Haemophilus pittmaniae: 0 (0%) ●Streptococcus pseudopneumoniae: 613 (0%)

●Bacillini: 0 (0%)

●Haemophilus influenzae R2846: 19 (0%) ●Streptococcus thermophilus LMG 18311: 7 (0%)

●Oribacterium: 5796 (2.5%)

●Amelinae: 0 (0%)

●Neisseria bacilliformis: 0 (0%)

●Aggregatibacter actinomycetemcomitans HK1651: 6 (0%) ●Peptoclostridium difficile 630: 8 (0%)

●Lactococcus lactis subsp. cremoris SK11: 6 (0%)●Lactococcus lactis subsp. lactis Il1403: 16 (0%)

●Haemophilus influenzae 86−028NP: 63 (0%) ●Porphyromonas uenonis: 0 (0%) ●Prevotella multiformis: 0 (0%)

●Odoribacter: 2 (0%)●Bifidobacterium animalis subsp. lactis: 0 (0%)

●Prevotella baroniae: 0 (0.1%)

●Elizabethkingia: 5 (0%)●Dialister micraerophilus: 3 (0%)

●Bacteroides pyogenes: 15 (0%) ●Prevotella multisaccharivorax: 0 (0%)

●Laurasiatheria: 0 (1.1%)

●Streptococcus thermophilus LMD−9: 11 (0%)

●Peptostreptococcus stomatis: 0 (0.1%)

●Streptococcus pyogenes serotype M12: 0 (0%)●Streptococcus agalactiae 18RS21: 4 (0%)●Streptococcus agalactiae H36B: 19 (0%)●Streptococcus salivarius JIM8777: 1391 (0%) ●Bacteroides dorei: 0 (0%)

●BOP clade: 0 (0%)

●Campylobacter concisus 13826: 4488 (0.1%)●Campylobacter curvus 525.92: 79 (0%)●Campylobacter hominis ATCC BAA−381: 18 (0%)

●Streptococcus pseudoporcinus: 2 (0%)

●Ramlibacter tataouinensis TTB310: 4 (0%) ●Streptococcus mitis B6: 717 (0%)

●Neisseria meningitidis 053442: 19 (0%)

●Haemophilus influenzae 22.1−21: 8 (0%)●Haemophilus influenzae PittAA: 29 (0%)●Haemophilus influenzae PittEE: 12 (0%)●Haemophilus influenzae PittGG: 54 (0%)●Haemophilus influenzae PittHH: 33 (0%)●Haemophilus influenzae PittII: 9 (0%)●Haemophilus influenzae 22.4−21: 20 (0%)●Haemophilus influenzae 3655: 46 (0%)

●Parabacteroides: 4 (0%)

●Haemophilus influenzae R3021: 43 (0%) ●Prevotella timonensis: 20 (0%)●Streptococcus sanguinis SK36: 4293 (0.1%)

●Fusobacterium nucleatum subsp. polymorphum ATCC 10953: 2269 (0%)

●Porphyromonas crevioricanis: 0 (0%)

●Barnesiella: 0 (0%)

●Streptococcus pneumoniae SP14−BS69: 4 (0%)●Streptococcus pneumoniae SP19−BS75: 5 (0%) ●Prevotella pleuritidis: 0 (0.4%)

●Treponema pedis: 0 (0%)●Coprococcus comes: 0 (0%)

●Parvimonas micra ATCC 33270: 3775 (0.1%)

●Actinomyces odontolyticus ATCC 17982: 2976 (0.1%)

●Pseudoflavonifractor capillosus ATCC 29799: 3 (0%)

●Clostridium sp. SS2/1: 9 (0%)

●Faecalibacterium prausnitzii M21/2: 21 (0%)

●Clostridium sp. M62/1: 18 (0%)

●Aggregatibacter: 1514 (0.2%)

●Prevotella amnii: 74 (0%)

●Alloscardovia: 0 (0%)

●Alloscardovia omnicolens: 0 (0%)

●Porphyromonas gingivalis ATCC 33277: 139 (0%)

●unclassified Erysipelotrichaceae: 0 (0%)

●Actinomyces graevenitzii C83: 5989 (0.1%)

●Neisseria mucosa C102: 4614 (0.1%)

●Streptococcus sp. C150: 477 (0%)

●Prevotella maculosa: 0 (0.1%)

●candidate division TM7 genomosp. GTL1: 5 (0%)

●Bacteroides stercoris ATCC 43183: 3 (0%)

●Veillonella sp. 6_1_27: 1767 (0%)

●Paraprevotella clara: 0 (0%)●Paraprevotella xylaniphila: 0 (0%)

●Ruminococcus sp. 5_1_39BFAA: 4 (0%) ●Veillonella sp. 3_1_44: 1946 (0%)

●Actinomyces massiliensis: 0 (0%)

●Lachnoanaerobaculum saburreum: 0 (0%)

●Streptococcus gordonii str. Challis substr. CH1: 3681 (0.1%)

●Cryptobacterium curtum DSM 15641: 387 (0%)●Fusobacterium periodonticum 2_1_31: 27926 (0.5%)

●Fusobacterium nucleatum subsp. animalis 21_1A: 96 (0%)●Fusobacterium nucleatum subsp. vincentii 3_1_27: 174 (0%)●Fusobacterium nucleatum subsp. animalis 3_1_33: 69 (0%)●Fusobacterium nucleatum subsp. vincentii 3_1_36A2: 132 (0%)●Fusobacterium nucleatum subsp. vincentii 4_1_13: 272 (0%)●Fusobacterium nucleatum subsp. animalis 4_8: 118 (0%)

●Streptococcus sp. 2_1_36FAA: 476 (0%)

●Erysipelotrichaceae bacterium 6_1_45: 52 (0%) ●Fusobacterium gonidiaformans ATCC 25563: 24 (0%)●Fusobacterium mortiferum ATCC 9817: 3 (0%)●Fusobacterium periodonticum 1_1_41FAA: 60174 (1%)●Coprococcus comes ATCC 27758: 5 (0%) ●Prevotella histicola: 0 (0%)

●Gordonibacter pamelaeae: 0 (0%)

●Haloplasmatales: 0 (0%)

●Haloplasmataceae: 0 (0%)

●Haloplasma: 0 (0%)

●Haloplasma contractile: 0 (0%)

●Pediococcus lolii: 0 (0%) ●Veillonella parvula DSM 2008: 2488 (0%)

●Bacteroides eggerthii DSM 20697: 4 (0%)

●Barnesiella intestinihominis: 0 (0%)●Streptococcus pneumoniae Hungary19A−6: 25 (0%)●Streptococcus pneumoniae JJA: 12 (0%)●Neisseria lactamica 020−06: 139 (0%) ●Tyzzerella nexilis DSM 1787: 7 (0%) ●Mitsuokella multacida DSM 20544: 4 (0%)

●Synergistetes: 0 (0%)

●Butyrivibrio crossotus DSM 2876: 10 (0%)

●Ureaplasma urealyticum serovar 13 str. ATCC 33698: 23 (0%)

●Butyrivibrio proteoclasticus B316: 19 (0%)●Streptococcus pneumoniae CGSP14: 6 (0%) ●Streptobacillus moniliformis DSM 12112: 9 (0%)●Haemophilus influenzae 6P18H1: 22 (0%)●Haemophilus influenzae 7P49H1: 7 (0%) ●Atopobium parvulum DSM 20469: 1487 (0%)

●Capnocytophaga ochracea DSM 7271: 1254 (0%)

●Leptotrichia buccalis C−1013−b: 6868 (0.1%)

●Diapheromerini: 0 (0%)

●Anaerococcus lactolyticus ATCC 51172: 12 (0%)

●Fusobacterium nucleatum subsp. nucleatum ATCC 23726: 316 (0%)

●Lactobacillus rhamnosus LMS2−1: 20 (0%)●Streptococcus equinus ATCC 9812: 3 (0%) ●Sebaldella termitidis ATCC 33386: 3 (0%)

●Erysipelotrichia: 0 (0.1%)

●Erysipelotrichales: 0 (0.1%)

●Bacillus cereus R309803: 24 (0%)●Bacillus cereus m1293: 18 (0%)

●Neisseria gonorrhoeae F62: 7 (0%)●Neisseria gonorrhoeae PID332: 4 (0%)●Neisseria gonorrhoeae SK−92−679: 92 (0%) ●Flavobacteriaceae bacterium 3519−10: 4 (0%)

●Prevotella copri DSM 18205: 4 (0%)

●Clostridiales incertae sedis: 0 (0.7%)●Bacillales incertae sedis: 0 (5.9%)

●Bacillales Family XI. Incertae Sedis: 0 (5.9%)

●Ruminococcaceae: 1 (0%)

●Clostridiales Family XI. Incertae Sedis: 0 (0%)●Parvimonas: 3219 (0.2%)●Clostridiales Family XIII. Incertae Sedis: 961 (0.7%)

●unclassified Erysipelotrichaceae (miscellaneous): 4 (0%)

●Tenericutes: 0 (0%)

●Actinomyces johnsonii: 183 (0%)

●Neisseria cinerea ATCC 14685: 1044 (0%)

●Neisseria elongata subsp. glycolytica ATCC 29315: 1278 (0%)

●Neisseria flavescens NRL30031/H210: 5733 (0.1%)●Neisseria mucosa ATCC 25996: 986 (0%)●Neisseria polysaccharea ATCC 43768: 317 (0%)●Neisseria subflava NJ9703: 11846 (0.2%) ●Filifactor alocis ATCC 35896: 5127 (0.1%)

●Gemella haemolysans ATCC 10379: 11308 (0.2%)

●Veillonella dispar ATCC 17748: 18170 (0.3%)●Eikenella corrodens ATCC 23834: 1487 (0%) ●Fusobacterium periodonticum ATCC 33693: 14568 (0.3%)●Neisseria sicca ATCC 29256: 1226 (0%)

●Corynebacterium glucuronolyticum ATCC 51866: 3 (0%)

●Prevotella melaninogenica ATCC 25845: 33748 (0.6%)●Porphyromonas endodontalis ATCC 35406: 13089 (0.2%)●Capnocytophaga sputigena ATCC 33612: 34435 (0.6%)●Capnocytophaga gingivalis ATCC 33624: 53539 (0.9%)

●Atopobium rimae ATCC 49626: 891 (0%)

●Propionibacterium acidifaciens F0233: 841 (0%)●Rothia mucilaginosa ATCC 25296: 76851 (1.3%)●Corynebacterium matruchotii ATCC 14266: 7368 (0.1%)

●Campylobacter rectus RM3267: 8106 (0.1%)●Campylobacter showae RM3277: 1473 (0%)●Campylobacter gracilis RM3268: 1269 (0%)

●Streptococcus equi subsp. equi 4047: 72 (0%)

●Bacteroides dorei 5_1_36/D4: 16 (0%)●Fusobacterium nucleatum subsp. animalis D11: 294 (0%)

●Oxalobacter formigenes HOxBLS: 6 (0%)

●Propionibacterium acidifaciens: 0 (0%)

●Anaerococcus hydrogenalis DSM 7454: 8 (0%)●Streptococcus pyogenes AA472: 4 (0%)

●Actinomyces viscosus C505: 1623 (0%)

●Gemella haemolysans M341: 2486 (0%)●Gemella sanguinis M325: 308382 (5.3%) ●Prevotella oris C735: 14699 (0.3%)

●Prevotella sp. C561: 32982 (0.6%)

●Rothia dentocariosa M567: 18971 (0.3%)●Rothia mucilaginosa M508: 59191 (1%)●Streptococcus sp. C300: 445 (0%)●Streptococcus sp. M143: 435 (0%)●Streptococcus sp. M334: 726 (0%)

●Pediococcus acidilactici 7_4: 39 (0%)

●Corynebacterium matruchotii ATCC 33806: 7761 (0.1%)

●Blautia: 0 (0%)

●Bacteroidetes oral taxon 274 str. F0058: 10230 (0.2%)

●Lachnospiraceae oral taxon 107 str. F0167: 8535 (0.1%)●Lactobacillus fermentum 28−3−CHN: 3 (0%) ●Peptoniphilus sp. oral taxon 386 str. F0131: 101 (0%)

●Prevotella buccae D17: 1005 (0%)●Prevotella melaninogenica D18: 19553 (0.3%)●Prevotella sp. oral taxon 299 str. F0039: 17344 (0.3%)●Prevotella sp. oral taxon 317 str. F0108: 17144 (0.3%)

●Paraprevotella: 20 (0%)

●Pseudomonas stutzeri subgroup: 0 (0%) ●Streptococcus mitis SK321: 1241 (0%)●Streptococcus mitis SK564: 1092 (0%)●Streptococcus mitis SK597: 877 (0%) ●Oribacterium sinus F0268: 91797 (1.6%)

●Prevotella bergensis DSM 17361: 194 (0%)

●Selenomonas noxia ATCC 43541: 165 (0%) ●Bacteroides sp. D22: 6 (0%)●Abiotrophia defectiva ATCC 49176: 612 (0%)●Catonella morbi ATCC 51271: 7214 (0.1%) ●Dialister invisus DSM 15470: 2572 (0%)●Streptococcus pneumoniae BS455: 6 (0%) ●Peptostreptococcus stomatis DSM 17678: 3819 (0.1%)●Neisseria flavescens SK114: 7962 (0.1%) ●Streptococcus salivarius SK126: 1359 (0%) ●Leptotrichia goodfellowii F0264: 1706 (0%) ●Treponema vincentii ATCC 35580: 15521 (0.3%)

●Porphyromonas uenonis 60−3: 98 (0%)

●Peptostreptococcus anaerobius 653−L: 93 (0%)●Peptoniphilus lacrimalis 315−B: 15 (0%)

●Neisseria meningitidis 8013: 25 (0%)

●Oribacterium sp. oral taxon 078 str. F0262: 909 (0%)

●Streptococcus dysgalactiae subsp. equisimilis RE378: 13 (0%)

●Prevotella sp. oral taxon 472 str. F0295: 33205 (0.6%)

●Fusobacterium periodonticum D10: 24988 (0.4%)●Granulicatella elegans ATCC 700633: 1632 (0%)●Shuttleworthia satelles DSM 14600: 179 (0%) ●Bacteroides fluxus: 0 (0%)●Kingella oralis ATCC 51147: 1259 (0%) ●Olsenella uli DSM 7084: 44 (0%) ●Prevotella saccharolytica: 0 (0.1%)●Aggregatibacter aphrophilus NJ8700: 96 (0%) ●Leptotrichia hofstadii F0254: 1581 (0%)●Cardiobacterium hominis ATCC 15826: 3180 (0.1%) ●Granulicatella adiacens ATCC 49175: 16094 (0.3%) ●Selenomonas flueggei ATCC 43531: 987 (0%)

●Capnocytophaga granulosa ATCC 51502: 11426 (0.2%)

●Parascardovia denticolens F0305: 5 (0%)

●Simonsiella muelleri ATCC 29453: 2853 (0%)

●Neisseria sp. oral taxon 014: 0 (0.1%)

●Neisseria sp. oral taxon 014 str. F0314: 8098 (0.1%)

●Arcanobacterium haemolyticum DSM 20595: 4 (0%)

●Gordonibacter: 0 (0%)

●Corynebacterium kroppenstedtii DSM 44385: 18 (0%)

●Actinomyces sp. oral taxon 848: 0 (0%)

●Actinomyces odontolyticus F0309: 2731 (0%)●Actinomyces sp. oral taxon 848 str. F0332: 649 (0%)

●Prevotella oris F0302: 2634 (0%)●Prevotella veroralis F0319: 8679 (0.2%)

●Slackia exigua ATCC 700122: 33 (0%)

●Synergistia: 0 (0%)

●Synergistales: 0 (0%)

●Synergistaceae: 3 (0%)

●Bacteroidetes bacterium oral taxon 272: 0 (0%)●Actinomyces sp. oral taxon 180: 0 (0%)

●Fretibacterium fastidiosum: 1770 (0%)●Oribacterium sp. oral taxon 078: 1240 (0.1%)

●Bacteroidetes oral taxon 274: 0 (0.2%)

●Peptoniphilus sp. oral taxon 386: 0 (0%)

●Prevotella sp. oral taxon 299: 0 (0.3%)●Prevotella sp. oral taxon 317: 0 (0.3%)

●Actinomyces sp. oral taxon 849: 0 (0%)

●Actinomyces sp. oral taxon 849 str. F0330: 241 (0%)●Lactobacillus casei group: 607 (0%)

●Oenococcus oeni AWRIB429: 23 (0%) ●Prevotella sp. oral taxon 472: 0 (0.6%)●Anaerococcus vaginalis ATCC 51170: 10 (0%)●Aerococcus viridans ATCC 11563: 8 (0%)●Haemophilus influenzae NT127: 15 (0%) ●Gordonibacter pamelaeae 7−10−1−b: 5 (0%)●Roseburia intestinalis M50/1: 7 (0%) ●Megamonas hypermegale ART12/1: 7 (0%)●Eubacterium rectale M104/1: 12 (0%)●Eubacterium rectale DSM 17629: 8 (0%)

●Ruminococcus sp. SR1/5: 4 (0%)

●Erysipelotrichaceae bacterium 3_1_53: 7 (0%)●Neisseria meningitidis alpha14: 39 (0%) ●Campylobacter sp. 10_1_50: 3904 (0.1%)

●Clostridium sp. 7_3_54FAA: 7 (0%)●Neisseria sp. GT4A_CT1: 1394 (0%)

●Bacteroides eggerthii 1_2_48FAA: 3 (0%)

●Leptotrichia sp. oral taxon 225: 0 (0.1%)●Peptoniphilus sp. oral taxon 836: 0 (0%)

●Propionibacterium sp. oral taxon 192: 0 (0%)

●Selenomonas artemidis: 0 (0%)●Veillonella sp. oral taxon 158: 0 (8.9%)●Veillonella sp. oral taxon 780: 0 (0%)●Parvimonas sp. oral taxon 110: 0 (0%)●Streptococcus anginosus group: 542 (0.1%)

●Prevotella timonensis CRIS 5C−B1: 306 (0%)●Prevotella buccalis ATCC 35310: 273 (0%)●Prevotella amnii CRIS 21A−A: 1125 (0%)

●Bulleidia extructa W1219: 648 (0%)●Aggregatibacter aphrophilus F0387: 130 (0%) ●Johnsonella ignava ATCC 51276: 4699 (0.1%) ●Selenomonas infelix ATCC 43532: 2114 (0%)

●Rothia mucilaginosa DY−18: 67226 (1.2%)

●Lactococcus lactis subsp. lactis KF147: 8 (0%)

●Veillonella parvula ATCC 17745: 1798 (0%)

●Prevotella multisaccharivorax DSM 17128: 103 (0%)

●Treponema denticola F0402: 903 (0%)

●Megasphaera genomosp. type_1: 0 (0%)

●Megasphaera genomosp. type_1 str. 28L: 44 (0%)●Selenomonas noxia F0398: 293 (0%)

●Prevotella oulorum F0390: 895 (0%)●Prevotella nigrescens F0103: 4150 (0.1%)

●Solobacterium moorei F0204: 3232 (0.1%)●Megasphaera micronuciformis F0359: 16334 (0.3%)

●Streptococcus anginosus F0211: 102 (0%)

●Actinomyces sp. oral taxon 171: 0 (0%)

●Actinomyces sp. oral taxon 171 str. F0337: 1782 (0%)

●Odoribacter splanchnicus DSM 20712: 33 (0%)

●Actinomyces sp. oral taxon 178: 0 (0%)

●Capnocytophaga sp. oral taxon 338: 0 (0.1%)

●Actinomyces sp. oral taxon 170: 0 (0%)●Actinomyces sp. oral taxon 172: 0 (0.1%)●Actinomyces sp. oral taxon 175: 0 (0%)●Actinomyces sp. oral taxon 181: 0 (0.2%)●Actinomyces sp. oral taxon 448: 0 (0.1%)

●Aggregatibacter sp. oral taxon 458: 0 (0%) ●Atopobium sp. oral taxon 199: 0 (0%)

●Capnocytophaga sp. oral taxon 324: 0 (0%)●Capnocytophaga sp. oral taxon 326: 0 (0.2%)●Capnocytophaga sp. oral taxon 332: 0 (0.3%)●Capnocytophaga sp. oral taxon 335: 0 (0%)●Capnocytophaga sp. oral taxon 336: 0 (0%)●Capnocytophaga sp. oral taxon 380: 0 (0%)●Capnocytophaga sp. oral taxon 412: 0 (0%)

●Fusobacterium sp. oral taxon 370: 0 (0%)●Leptotrichia sp. oral taxon 215: 0 (1%)●Neisseria sp. oral taxon 020: 0 (0%) ●Oribacterium sp. oral taxon 108: 0 (0.1%)●Peptoniphilus sp. oral taxon 375: 0 (0%)

●Porphyromonas sp. oral taxon 278: 0 (0.1%)●Porphyromonas sp. oral taxon 279: 0 (1%) ●Prevotella sp. oral taxon 306: 0 (0.3%)●Prevotella sp. oral taxon 473: 0 (0.4%)

●Selenomonas sp. oral taxon 137: 0 (0%)●Selenomonas sp. oral taxon 138: 0 (0%)●Selenomonas sp. oral taxon 149: 0 (0.1%)●Streptococcus sp. oral taxon 056: 0 (0.1%)●Streptococcus sp. oral taxon 058: 0 (0%)●Streptococcus sp. oral taxon 071: 0 (0%)

●Tannerella sp. oral taxon BU063: 49769 (1.2%)

●Actinobaculum sp. oral taxon 183: 0 (0.5%)

●Lachnospiraceae bacterium oral taxon 082: 0 (0.1%)●Lachnospiraceae bacterium oral taxon 500: 0 (0.1%) ●Parvimonas sp. oral taxon 393: 0 (0%)

●Coprococcus catus GD/7: 34 (0%) ●Faecalibacterium prausnitzii L2−6: 7 (0%)

●Barnesiella intestinihominis YIT 11860: 4 (0%)

●Dorea formicigenerans 4_6_53AFAA: 66 (0%)

●Streptococcus anginosus 1_2_62CV: 151 (0%)

●Enterococcus faecalis TX0043: 4 (0%) ●Selenomonas artemidis F0399: 118 (0%)

●Prevotella bryantii B14: 8 (0%)

●Treponema phagedenis F0421: 4 (0%)●Propionibacterium freudenreichii subsp. shermanii CIRM−BIA1: 4 (0%)●Aggregatibacter actinomycetemcomitans serotype c str. D17P−2: 7 (0%)

●Streptococcus dysgalactiae subsp. equisimilis AC−2713: 4 (0%)

●Streptococcus parasanguinis ATCC 15912: 4871 (0.1%)●Streptococcus pneumoniae GA02254: 4 (0%)●Streptococcus pneumoniae GA04375: 4 (0%)●Streptococcus pneumoniae GA05248: 23 (0%)●Streptococcus pneumoniae GA07643: 30 (0%)●Streptococcus pneumoniae GA13224: 6 (0%)●Streptococcus pneumoniae GA16242: 10 (0%)●Streptococcus pneumoniae GA16531: 9 (0%)●Streptococcus pneumoniae GA17227: 7 (0%)●Streptococcus pneumoniae GA17328: 59 (0%)●Streptococcus pneumoniae GA17570: 5 (0%)●Streptococcus pneumoniae GA17719: 49 (0%)●Streptococcus pneumoniae GA17971: 13 (0%)●Streptococcus pneumoniae GA40028: 12 (0%)●Streptococcus pneumoniae GA40410: 3 (0%)●Streptococcus pneumoniae GA40563: 3 (0%)●Streptococcus pneumoniae GA41301: 4 (0%)●Streptococcus pneumoniae GA41437: 4 (0%)●Streptococcus pneumoniae GA41538: 7 (0%)●Streptococcus pneumoniae GA43265: 4 (0%)●Streptococcus pneumoniae GA43380: 17 (0%)●Streptococcus pneumoniae GA44386: 3 (0%)●Streptococcus pneumoniae GA47210: 24 (0%)●Streptococcus pneumoniae GA47373: 5 (0%)●Streptococcus pneumoniae GA47388: 5 (0%)●Streptococcus pneumoniae GA47502: 78 (0%)●Streptococcus pneumoniae GA47688: 4 (0%)●Streptococcus pneumoniae GA47794: 6 (0%)●Streptococcus pneumoniae GA49138: 8 (0%)●Streptococcus pneumoniae GA49542: 15 (0%)●Streptococcus pneumoniae GA47439: 3 (0%)●Streptococcus pneumoniae 6963−05: 9 (0%)●Streptococcus pneumoniae 8190−05: 7 (0%)●Streptococcus pneumoniae 7286−06: 3 (0%)●Streptococcus pneumoniae 4075−00: 21 (0%)●Streptococcus pneumoniae 3063−00: 6 (0%)●Streptococcus pneumoniae EU−NP04: 7 (0%)

●Rothia dentocariosa ATCC 17931: 10911 (0.2%)●Actinomyces sp. oral taxon 170 str. F0386: 1969 (0%)●Haemophilus sp. oral taxon 851: 0 (0%)

●Haemophilus sp. oral taxon 851 str. F0397: 638 (0%)

●Paraprevotella clara YIT 11840: 753 (0%)●Paraprevotella xylaniphila YIT 11841: 3 (0%)●Bacteroides fluxus YIT 12057: 25 (0%)

●Propionibacterium propionicum F0230a: 3112 (0.1%)

●Prevotella denticola F0289: 1582 (0%)

●Parvimonas sp. oral taxon 110 str. F0139: 897 (0%)●Streptococcus thermophilus ND03: 9 (0%) ●Finegoldia magna ACS−171−V−Col3: 6 (0%)●Peptoniphilus sp. oral taxon 836 str. F0141: 48 (0%)●Veillonella parvula ACS−068−V−Sch12: 2720 (0%)●Lactobacillus salivarius ACS−116−V−Col5a: 3 (0%)●Enterococcus faecium PC4.1: 15 (0%) ●Peptostreptococcaceae bacterium OBRC8: 2035 (0%)●Oribacterium parvum ACB8: 34646 (0.6%)●Cardiobacterium valvarum F0432: 1231 (0%) ●Streptococcus mutans 66−2A: 13 (0%)●Streptococcus mutans NLML8: 5 (0%)●Streptococcus mutans N3209: 11 (0%)●Streptococcus mutans M2A: 14 (0%)●Streptococcus mutans NFSM1: 9 (0%)●Streptococcus mutans 11VS1: 10 (0%)●Streptococcus mutans 3SN1: 18 (0%)

●Scardovia wiggsiae F0424: 1219 (0%)

●Prevotella histicola F0411: 1402 (0%)●Streptococcus intermedius F0395: 249 (0%) ●Capnocytophaga canimorsus Cc5: 37 (0%)

●Anaeroglobus geminatus F0357: 254 (0%) ●Fusobacterium sp. oral taxon 370 str. F0437: 2266 (0%)●Lachnospiraceae bacterium oral taxon 082 str. F0431: 4239 (0.1%)●Streptococcus sp. oral taxon 058 str. F0407: 301 (0%)●Neisseria meningitidis ATCC 13091: 25 (0%)

●Pediococcus acidilactici DSM 20284: 10 (0%) ●Bacteroides fragilis 638R: 17 (0%)

●Haemophilus influenzae 10810: 51 (0%)●Haemophilus parainfluenzae T3T1: 32591 (0.6%)

●Streptococcus intermedius C270: 85 (0%)●Streptococcus intermedius B196: 267 (0%)●Streptococcus anginosus C1051: 151 (0%)●Streptococcus anginosus C238: 25 (0%)

●Selenomonas sp. oral taxon 149 str. 67H29BP: 4404 (0.1%)●Streptococcus mitis ATCC 6249: 694 (0%)●Streptococcus sp. oral taxon 071 str. 73H25AP: 484 (0%)

●Prevotella disiens FB035−09AN: 1235 (0%)

●Atopobium vaginae PB189−T1−4: 3 (0%)●Veillonella atypica ACS−049−V−Sch6: 1317 (0%)●Veillonella atypica ACS−134−V−Col7a: 2076 (0%)

●Prevotella bivia DSM 20514: 12 (0%)

●Treponema succinifaciens DSM 2489: 64 (0%)●Neisseria lactamica Y92−1009: 91 (0%) ●Streptococcus pneumoniae SPNA45: 36 (0%) ●Streptococcus infantis SK1302: 12365 (0.2%)●Streptococcus criceti HS−6: 3 (0%)

●Prevotella buccae ATCC 33574: 743 (0%)●Capnocytophaga ochracea F0287: 91 (0%) ●Prevotella oralis ATCC 33269: 9 (0%)●Porphyromonas asaccharolytica DSM 20707: 73 (0%)

●Lactobacillus iners LEAF 2053A−b: 5 (0%) ●Peptoniphilus sp. oral taxon 375 str. F0436: 4 (0%)●Veillonella sp. oral taxon 158 str. F0412: 513866 (8.9%)●Selenomonas sp. oral taxon 137 str. F0430: 142 (0%)

●Actinomyces turicensis ACS−279−V−Col4: 44 (0%)

●Afipia broomeae ATCC 49717: 11 (0%)

●Bergeyella zoohelcum ATCC 43767: 29 (0%)●Bergeyella zoohelcum CCUG 30536: 4 (0%)

●Eubacterium infirmum F0142: 1791 (0%)●Helcococcus kunzii ATCC 51366: 12 (0%)

●Prevotella micans F0438: 3817 (0.1%)●Streptococcus intermedius F0413: 54 (0%)

●Actinobacillus ureae ATCC 25976: 16 (0%) ●Kingella kingae ATCC 23330: 3 (0%)●Lautropia mirabilis ATCC 51599: 18090 (0.3%) ●Mobiluncus curtisii subsp. holmesii ATCC 35242: 3 (0%)

●Porphyromonas catoniae ATCC 51270: 1579 (0%)

●Pseudoramibacter alactolyticus ATCC 23263: 559 (0%)

●Rothia aeria F0184: 3589 (0.1%)

●Streptococcus parasanguinis ATCC 903: 18430 (0.3%)

●Actinomyces cardiffensis F0333: 6 (0%)●Actinomyces sp. oral taxon 178 str. F0338: 34 (0%)●Actinomyces sp. oral taxon 180 str. F0310: 362 (0%) ●Bacteroidetes bacterium oral taxon 272 str. F0290: 164 (0%)

●Leptotrichia wadei F0279: 3189 (0.1%)

●Actinomyces sp. oral taxon 448 str. F0400: 4189 (0.1%)

●Aggregatibacter segnis ATCC 33393: 5770 (0.1%)

●Capnocytophaga sp. oral taxon 338 str. F0234: 5933 (0.1%)

●Centipeda periodontii DSM 2778: 4270 (0.1%)●Eubacterium sulci ATCC 35585: 21813 (0.4%)●Haemophilus aegyptius ATCC 11116: 6 (0%) ●Kingella denitrificans ATCC 33394: 966 (0%)●Neisseria bacilliformis ATCC BAA−1200: 47 (0%)

●Prevotella multiformis DSM 16608: 1387 (0%)

●Streptococcus agalactiae ATCC 13813: 6 (0%) ●Streptococcus peroris ATCC 700780: 2278 (0%)●Streptococcus sanguinis SK1: 134 (0%)●Streptococcus sanguinis SK49: 230 (0%)●Streptococcus sanguinis SK72: 338 (0%)●Streptococcus sanguinis SK115: 261 (0%)●Streptococcus sanguinis SK150: 471 (0%)●Streptococcus sanguinis SK160: 273 (0%)●Streptococcus sanguinis SK330: 298 (0%)●Streptococcus sanguinis SK340: 3 (0%)●Streptococcus sanguinis SK353: 382 (0%)●Streptococcus sanguinis SK355: 330 (0%)●Streptococcus sanguinis SK405: 66 (0%)●Streptococcus sanguinis SK408: 197 (0%)●Streptococcus sanguinis SK678: 125 (0%)●Streptococcus sanguinis SK1056: 243 (0%)●Streptococcus sanguinis SK1057: 304 (0%)●Streptococcus sanguinis SK1058: 87 (0%)●Streptococcus sanguinis SK1087: 329 (0%)●Streptococcus sanguinis VMC66: 374 (0%)

●Prevotella salivae DSM 15606: 15772 (0.3%)

●Streptococcus pseudopneumoniae ATCC BAA−960: 76 (0%)●Streptococcus vestibularis ATCC 49124: 164 (0%)

●Acinetobacter baumannii Naval−21: 3 (0%)

●Streptococcus downei F0415: 17 (0%) ●Streptococcus sp. oral taxon 056 str. F0418: 3622 (0.1%) ●Oribacterium sp. oral taxon 108 str. F0425: 6777 (0.1%)●Streptococcus vestibularis F0396: 174 (0%)●Streptococcus parasanguinis F0405: 9031 (0.2%)●Aggregatibacter actinomycetemcomitans serotype e str. SC1083: 4 (0%)●Aggregatibacter actinomycetemcomitans serotype f str. D18P1: 10 (0%)

●Acinetobacter calcoaceticus/baumannii complex: 7 (0%)

●Selenomonadales: 65 (13.3%)

●Negativicutes: 0 (13.3%)

●Porphyromonas asaccharolytica PR426713P−I: 73 (0%)

●Streptococcus pseudoporcinus SPIN 20026: 18 (0%)●Streptococcus pneumoniae 2071004: 6 (0%)●Streptococcus pneumoniae 2072047: 14 (0%)●Streptococcus pneumoniae 2080076: 4 (0%)●Streptococcus pneumoniae 2080913: 4 (0%)●Streptococcus oralis Uo5: 528 (0%)

●Selenomonas ruminantium subsp. lactilytica TAM6421: 3 (0%)●Lactococcus lactis subsp. lactis CV56: 52 (0%)●Campylobacter concisus UNSWCD: 3153 (0.1%)

●Neisseria meningitidis M01−240355: 41 (0%)●Neisseria meningitidis M0579: 6 (0%)●Neisseria meningitidis M04−240196: 4 (0%)●Neisseria meningitidis M13399: 3 (0%)●Neisseria meningitidis M01−240013: 4 (0%)●Neisseria meningitidis CU385: 3 (0%)●Haemophilus influenzae F3047: 17 (0%) ●Capnocytophaga sp. CM59: 10315 (0.2%)●Mogibacterium sp. CM50: 697 (0%)

●Selenomonas sp. CM52: 4448 (0.1%)

●Actinomyces sp. ICM47: 51252 (0.9%)●Actinomyces sp. ICM54: 10152 (0.2%)

●Atopobium sp. BS2: 1255 (0%)

●Campylobacter sp. FOBRC14: 83 (0%) ●Peptostreptococcaceae bacterium AS15: 805 (0%)

●Fusobacterium sp. CM1: 540 (0%)●Fusobacterium sp. CM21: 1066 (0%)●Fusobacterium sp. CM22: 2030 (0%)●Selenomonas sp. FOBRC6: 572 (0%)●Selenomonas sp. FOBRC9: 96 (0%)●Shuttleworthia sp. MSX8B: 274 (0%)●Streptococcus sp. ACS2: 6328 (0.1%)●Streptococcus sp. AS14: 363 (0%)●Streptococcus sp. AS20: 302 (0%)●Streptococcus sp. CM6: 104 (0%)●Streptococcus sp. CM7: 1858 (0%)●Streptococcus sp. OBRC6: 45 (0%) ●Veillonella sp. ACP1: 1380 (0%)●Veillonella sp. AS16: 67 (0%)●Veillonella sp. ICM51a: 2099 (0%)●Lachnoanaerobaculum sp. ICM7: 26527 (0.5%)●Lachnoanaerobaculum sp. OBRC5−5: 2200 (0%)●Lachnoanaerobaculum sp. MSX33: 1982 (0%)

●Prevotella denticola CRIS 18C−A: 1864 (0%)

●Actinomyces sp. oral taxon 175 str. F0384: 1200 (0%)

●Veillonella sp. oral taxon 780 str. F0422: 2188 (0%)●Parvimonas sp. oral taxon 393 str. F0440: 935 (0%)●Aggregatibacter aphrophilus ATCC 33389: 1477 (0%) ●Streptococcus suis R61: 7 (0%)

●Fusobacterium nucleatum subsp. animalis ATCC 51191: 900 (0%)

●Neisseria macacae ATCC 33926: 1093 (0%) ●Peptoniphilus indolicus ATCC 29427: 36 (0%)

●Prevotella nigrescens ATCC 33563: 2644 (0%)●Prevotella pallens ATCC 700821: 133751 (2.3%)

●Porphyromonas sp. KLE 1280: 54287 (0.9%)●Streptococcus infantis X: 17775 (0.3%)

●Prevotella maculosa OT 289: 4387 (0.1%)

●Selenomonas sp. F0473: 14 (0%)●Streptococcus sp. F0441: 563 (0%)●Streptococcus sp. F0442: 28763 (0.5%)

●Treponema denticola AL−2: 566 (0%)●Treponema denticola ASLM: 4 (0%)●Treponema denticola ATCC 33520: 532 (0%)●Treponema denticola H−22: 573 (0%)●Treponema denticola MYR−T: 7 (0%)●Treponema denticola OTK: 472 (0%)●Treponema denticola SP33: 5 (0%)

●Megasphaera sp. UPII 135−E: 17 (0%)

●Gallibacterium anatis UMN179: 3 (0%) ●Streptococcus oralis SK255: 409 (0%) ●Streptococcus infantis SK1076: 5241 (0.1%)

●Streptococcus dysgalactiae subsp. equisimilis SK1250: 19 (0%)

●Streptococcus mitis SK1073: 1379 (0%)●Streptococcus mitis SK1080: 550 (0%)

●Pseudoflavonifractor: 0 (0%)

●Haemophilus haemolyticus M19107: 1502 (0%)●Haemophilus haemolyticus M19501: 351 (0%)●Haemophilus haemolyticus M21127: 788 (0%)●Haemophilus haemolyticus M21621: 735 (0%)●Haemophilus haemolyticus M21639: 932 (0%)

●Porphyromonas gingivalis TDC60: 82 (0%)

●Fusobacterium sp. OBRC1: 1677 (0%)

●Prevotella sp. MSX73: 94 (0%)

●Pasteurella multocida subsp. multocida str. Anand1_cattle: 4 (0%)

●Haloplasma contractile SSD−17B: 4 (0%)

●Streptococcus parasanguinis SK236: 10042 (0.2%)●Streptococcus mitis SK569: 1496 (0%)●Haemophilus pittmaniae HK 85: 894 (0%) ●Streptococcus infantis SK970: 18338 (0.3%)●Streptococcus oralis SK313: 267 (0%)

●Capnocytophaga sp. oral taxon 326 str. F0382: 8922 (0.2%)

●Corynebacterium durum F0235: 11028 (0.2%)

●Prevotella sp. oral taxon 473 str. F0040: 21638 (0.4%)

●Clostridium sp. SY8519: 19 (0%)

●Lactococcus lactis subsp. lactis CNCM I−1631: 107 (0%)

●Streptococcus thermophilus CNCM I−1630: 3 (0%)

●Lactococcus lactis subsp. lactis IO−1: 20 (0%)

●Streptococcus salivarius 57.I: 1149 (0%)

●Streptococcus pyogenes HKU QMH11M0907901: 13 (0%)

●Streptococcus salivarius CCHSS3: 1596 (0%)

●Propionibacterium acnes SK182B−JCVI: 53 (0%)

●Streptococcus thermophilus JIM 8232: 64 (0%)

●Lactobacillus casei Lc−10: 39 (0%)

●Streptococcus pseudopneumoniae IS7493: 92 (0%)

●Streptococcus infantarius subsp. infantarius CJ18: 4 (0%)

●Neisseria meningitidis 93003: 31 (0%)●Neisseria meningitidis 93004: 47 (0%)●Neisseria meningitidis NM255: 15 (0%)●Neisseria meningitidis 98008: 17 (0%)●Neisseria meningitidis 80179: 8 (0%)●Neisseria meningitidis NM2657: 17 (0%)●Neisseria meningitidis NM2795: 5 (0%)●Neisseria meningitidis NM3081: 20 (0%)●Neisseria meningitidis NM3001: 34 (0%)

●Campylobacter showae CC57C: 1027 (0%)

●Eikenella corrodens CC92I: 1078 (0%)

●Prevotella nigrescens CC14M: 5382 (0.1%)●Prevotella oralis CC98A: 347 (0%)

●Streptococcus parasanguinis CC87K: 19049 (0.3%)●Streptococcus sanguinis CC94A: 295 (0%) ●Ruminococcus lactaris CC59_002D: 158 (0%)●Streptococcus thermophilus MTCC 5460: 11 (0%) ●Lactobacillus curvatus CRL 705: 95 (0%)●Streptococcus salivarius M18: 1617 (0%)

●Aeromonas salmonicida subsp. salmonicida 01−B526: 4 (0%)

●Streptococcus tigurinus: 368 (0%)●Haemophilus sputorum: 0 (0.1%)

●Haemophilus sputorum HK 2154: 7170 (0.1%)

●Pediococcus acidilactici MA18/5M: 13 (0%) ●Prevotella pleuritidis F0068: 21310 (0.4%)

●Aggregatibacter actinomycetemcomitans RhAA1: 3 (0%)●Neisseria meningitidis 77221: 33 (0%)●Neisseria meningitidis 69096: 5 (0%)●Neisseria meningitidis 63041: 4 (0%)●Neisseria meningitidis 98080: 16 (0%)

●Streptococcus sp. SK140: 12588 (0.2%)●Streptococcus sp. SK643: 546 (0%)

●Streptococcus anginosus subsp. whileyi CCUG 39159: 62 (0%)●Streptococcus constellatus subsp. constellatus SK53: 80 (0%)

●Streptococcus parasanguinis F0449: 4205 (0.1%)●Streptococcus pseudopneumoniae SK674: 22 (0%)●Streptococcus mitis SK616: 998 (0%)●Streptococcus mitis SK575: 1853 (0%)●Streptococcus mitis SK579: 991 (0%)●Streptococcus oralis SK1074: 82 (0%)●Streptococcus oralis SK10: 602 (0%)●Streptococcus oralis SK100: 953 (0%)●Streptococcus oralis SK610: 488 (0%)●Haemophilus haemolyticus HK386: 699 (0%)●Haemophilus paraphrohaemolyticus HK411: 135 (0%)●Haemophilus parahaemolyticus HK385: 150 (0%)●Haemophilus parainfluenzae HK262: 2964 (0.1%)●Haemophilus parainfluenzae HK2019: 4675 (0.1%)

●Fusobacterium necrophorum subsp. funduliforme ATCC 51357: 9 (0%)

●Neisseria sicca VK64: 1109 (0%)●Pasteurella bettyae CCUG 2042: 127 (0%) ●Lachnoanaerobaculum saburreum F0468: 2156 (0%)

●Prevotella sp. oral taxon 306 str. F0472: 17014 (0.3%)●Lactococcus lactis subsp. cremoris A76: 11 (0%)

●Actinomyces sp. ICM39: 7709 (0.1%)

●Atopobium sp. ICM58: 7969 (0.1%)

●Streptococcus pneumoniae GA56113: 4 (0%)●Streptococcus pneumoniae GA56348: 3 (0%)●Streptococcus pneumoniae GA60080: 21 (0%)●Streptococcus agalactiae BSU260: 12 (0%)●Streptococcus agalactiae CCUG 44050: 4 (0%)●Streptococcus agalactiae CCUG 44104: 1045 (0%) ●Prevotella sp. BV3P1: 5 (0%)

●Peptoniphilus sp. BV3AC2: 3 (0%)●Peptoniphilus sp. BV3C26: 76 (0%) ●Coriobacteriaceae bacterium BV3Ac1: 33 (0%)●Slackia sp. CM382: 47 (0%)●Megasphaera sp. BV3C16−1: 13 (0%)

●Lactococcus lactis subsp. cremoris UC509.9: 10 (0%)
●Chlamydia psittaci 02DC14: 629 (0%)●Chlamydia psittaci 02DC18: 35 (0%)●Chlamydia psittaci 02DC21: 111 (0%)

●Chlamydia/Chlamydophila group: 0 (0%)

●Streptococcus parasanguinis FW213: 5174 (0.1%)

●Actinomyces naeslundii str. Howell 279: 3728 (0.1%)

●Prevotella baroniae F0067: 3671 (0.1%)

●Streptococcus pyogenes GA40884: 19 (0%)●Streptococcus macedonicus ACA−DC 198: 15 (0%)

●Lactococcus lactis subsp. lactis NCDO 2118: 3 (0%)

●Treponema sp. JC4: 9 (0%)

●Treponema maltophilum ATCC 51939: 2892 (0.1%)●Treponema medium ATCC 700293: 12219 (0.2%)

●Treponema socranskii subsp. paredis ATCC 35535: 5724 (0.1%)

●Treponema vincentii F0403: 11186 (0.2%)●Olsenella profusa F0195: 80 (0%)

●Actinomyces georgiae F0490: 60 (0%)●Actinomyces massiliensis F0489: 834 (0%)

●Capnocytophaga ochracea str. Holt 25: 10 (0%)●Capnocytophaga sp. oral taxon 335 str. F0486: 995 (0%)●Capnocytophaga sp. oral taxon 412 str. F0487: 1462 (0%)●Porphyromonas sp. oral taxon 279 str. F0450: 56320 (1%)

●Rothia aeria F0474: 3240 (0.1%)●Actinomyces sp. oral taxon 181 str. F0379: 9083 (0.2%)

●Capnocytophaga sp. oral taxon 324 str. F0483: 1084 (0%)●Capnocytophaga sp. oral taxon 332 str. F0381: 18905 (0.3%)●Capnocytophaga sp. oral taxon 380 str. F0488: 1521 (0%)

●Neisseria sp. oral taxon 020 str. F0370: 160 (0%) ●Selenomonas sp. oral taxon 138 str. F0429: 513 (0%)

●Porphyromonas catoniae F0037: 1402 (0%) ●Prevotella saccharolytica F0055: 4042 (0.1%)

●Veillonella atypica KON: 1662 (0%)

●Leptotrichiaceae: 191 (1.4%)

●Streptococcus pneumoniae ST556: 11 (0%)●Streptococcus pneumoniae GA60132: 3 (0%)●Streptococcus pneumoniae GA58981: 3 (0%)

●Lactococcus lactis subsp. lactis A12: 24 (0%)

●Neisseria meningitidis 75689: 11 (0%)●Neisseria meningitidis NM23: 3 (0%)●Neisseria meningitidis 73696: 13 (0%)●Neisseria meningitidis 81858: 14 (0%)●Kingella kingae PYKK081: 6 (0%) ●Peptoclostridium difficile P64: 6 (0%)●Streptococcus agalactiae FSL S3−277: 9 (0%)●Streptococcus agalactiae CCUG 24810: 5 (0%)●Streptococcus agalactiae CCUG 37737: 4 (0%)●Streptococcus agalactiae CCUG 38383: 52 (0%)●Streptococcus agalactiae MRI Z1−035: 24 (0%)●Streptococcus agalactiae str. Gottschalk 1005B: 33 (0%)●Streptococcus agalactiae GB00020: 4 (0%)●Streptococcus agalactiae GB00083: 13 (0%)●Streptococcus agalactiae GB00111: 18 (0%)●Streptococcus agalactiae GB00206: 5 (0%)●Streptococcus agalactiae GB00614: 6 (0%)●Streptococcus agalactiae GB00679: 7 (0%)●Streptococcus agalactiae GB00891: 72 (0%)●Streptococcus agalactiae GB00893: 47 (0%)●Streptococcus agalactiae GB00984: 13 (0%)

●Streptococcus sp. I−G2: 18684 (0.3%)●Streptococcus sp. I−P16: 13601 (0.2%)

●Streptococcus salivarius PS4: 174 (0%) ●Streptococcus pneumoniae PNI0002: 10 (0%)●Streptococcus pneumoniae PNI0010: 22 (0%)●Streptococcus mitis SPAR10: 24386 (0.4%)●Streptococcus pneumoniae SPAR95: 9 (0%)

●Ruminococcus bicirculans: 5 (0%)

●Prevotella sp. ICM33: 54525 (0.9%)

●Streptococcus sp. BS29a: 13 (0%)●Streptococcus sp. SR1: 428 (0%)●Streptococcus sp. SR4: 2245 (0%)

●Streptococcus oralis SK304: 567 (0%)

●Streptococcus anginosus SK1138: 131 (0%) ●Fusobacterium necrophorum subsp. funduliforme Fnf 1007: 19 (0%)

●unclassified Clostridiales Family XI. Incertae Sedis: 0 (0%)

●Eubacterium nodatum ATCC 33099: 170 (0%)

●Streptococcus anginosus T5: 7 (0%)

●Lachnoanaerobaculum: 12585 (0.8%)

●Bifidobacterium animalis subsp. lactis ATCC 27673: 3 (0%)

●Streptococcus sp. GMD1S: 18 (0%)●Streptococcus sp. GMD2S: 18 (0%)●Streptococcus sp. GMD4S: 53 (0%)●Streptococcus sp. GMD6S: 153 (0%)

●Helicobacter cinaedi PAGU611: 3 (0%)

●Lactococcus garvieae IPLA 31405: 4 (0%)●Streptococcus thermophilus MN−ZLW−002: 13 (0%) ●Mycoplasma yeatsii 13926: 3 (0%)●Neisseria meningitidis 96037: 3 (0%)●Neisseria meningitidis NM0552: 3 (0%)

●Atopobium sp. ICM42b: 1483 (0%)

●Olsenella uli MSTE5: 43 (0%)

●Parascardovia denticolens IPLA 20019: 19 (0%)

●Porphyromonas gingivalis JCVI SC001: 631 (0%)●Fusobacterium nucleatum subsp. fusiforme ATCC 51190: 15 (0%)

●Streptococcus salivarius K12: 4753 (0.1%)●Bacillus nealsonii AAU1: 3 (0%)

●Prevotella oralis HGA0225: 8 (0%)

●Actinomyces sp. HPA0247: 2324 (0%) ●Propionibacterium sp. KPL1844: 4 (0%)

●Streptococcus sp. HPH0090: 6317 (0.1%) ●Veillonella sp. HPA0037: 2081 (0%)

●Atopobium sp. oral taxon 199 str. F0494: 32 (0%)

●Capnocytophaga sp. oral taxon 336 str. F0502: 1844 (0%)

●Propionibacterium sp. oral taxon 192 str. F0372: 46 (0%)

●Fusobacterium nucleatum CTI−1: 57 (0%)●Fusobacterium nucleatum CTI−2: 198 (0%)●Fusobacterium nucleatum CTI−3: 116 (0%)

●Sphingobium sp. C100: 3 (0%)

●Porphyromonas gingivalis SJD2: 57 (0%)

●Lactococcus raffinolactis 4877: 5 (0%)

●Chryseobacterium indologenes NBRC 14944: 6 (0%)

●Peptostreptococcus sp. MV1: 184 (0%)●Blautia sp. KLE 1732: 24 (0%)

●Lactobacillus helveticus CIRM−BIA 953: 3 (0%)

●Actinobaculum sp. oral taxon 183 str. F0552: 31085 (0.5%)●Actinomyces johnsonii F0510: 138 (0%)

●Actinomyces sp. oral taxon 877: 0 (0%)

●Actinomyces sp. oral taxon 877 str. F0543: 131 (0%)

●Capnocytophaga sp. oral taxon 863: 0 (0%)

●Capnocytophaga sp. oral taxon 863 str. F0517: 1470 (0%)

●Leptotrichia sp. oral taxon 879: 0 (0%)

●Leptotrichia sp. oral taxon 879 str. F0557: 1056 (0%)

●Porphyromonas gingivalis F0568: 223 (0%)●Porphyromonas gingivalis F0569: 54 (0%)●Porphyromonas gingivalis F0570: 92 (0%)●Porphyromonas sp. oral taxon 278 str. W7784: 4736 (0.1%)

●Streptococcus sobrinus W1703: 6 (0%) ●Prevotella sp. F0091: 3583 (0.1%)

●Pediococcus lolii NGRI 0510Q: 119 (0%)

●Clostridiales bacterium S5−A11: 20 (0%)●Clostridiales bacterium S5−A14a: 21 (0%)

●Lactococcus lactis subsp. cremoris TIFN1: 4 (0%)●Lactococcus lactis subsp. cremoris TIFN3: 25 (0%)●Lactococcus lactis subsp. cremoris TIFN5: 9 (0%)●Lactococcus lactis subsp. cremoris TIFN6: 18 (0%)●Lactococcus lactis subsp. cremoris TIFN7: 12 (0%)

●Lachnospiraceae bacterium 10−1: 5 (0%)

●Bacteroides pyogenes JCM 6292: 9 (0%)●Bacteroides pyogenes JCM 10003: 171 (0%)

●Streptococcus pneumoniae 3051: 3 (0%)●Streptococcus pneumoniae 1488: 21 (0%)●Streptococcus pneumoniae 845: 7 (0%)●Streptococcus pneumoniae 2009: 3 (0%)●Streptococcus mitis 11/5: 574 (0%)●Streptococcus mitis 13/39: 3480 (0.1%)

●Campylobacter concisus UNSW2: 3920 (0.1%)●Campylobacter concisus UNSW3: 3240 (0.1%)●Campylobacter concisus UNSW1: 5245 (0.1%)●Campylobacter concisus UNSWCS: 3664 (0.1%)●Campylobacter concisus ATCC 51562: 674 (0%)●Campylobacter concisus ATCC 51561: 4424 (0.1%)●Campylobacter showae CSUNSWCD: 6763 (0.1%)

●Streptococcus dysgalactiae subsp. equisimilis 167: 3 (0%)

●Streptococcus intermedius BA1: 56 (0%)

●Neisseria meningitidis 992008: 8 (0%) ●Eubacterium ramulus ATCC 29099: 13 (0%)

●Bifidobacterium breve JCP7499: 4 (0%)

●Pseudomonas chloritidismutans AW−1: 7 (0%)

●Anoxybacillus flavithermus TNO−09.006: 32 (0%)

●Streptococcus anginosus subsp. whileyi: 0 (0%)

●Streptococcus tigurinus AZ_3a: 396 (0%)

●Alloprevotella: 0 (0.4%)●unclassified Clostridiales Family XIII. Incertae Sedis: 0 (0%) ●Actinomyces urogenitalis S6−C4: 17 (0%)

●Actinomyces sp. S6−Spd3: 9329 (0.2%)

●Anaerococcus lactolyticus S7−1−13: 9 (0%)●Clostridiales bacterium S7−1−4: 21 (0%) ●Prevotella sp. S7−1−8: 246 (0%)●Atopobium parvulum DNF00906: 1288 (0%)

●Prevotella bivia DNF00188: 434 (0%)

●Prevotella sp. S7 MS 2: 314 (0%)●Treponema pedis str. T A4: 121 (0%)●Haemophilus influenzae CGSHiCZ412602: 27 (0%) ●Enterococcus faecium CRL1879: 3 (0%)

●Lactococcus lactis subsp. cremoris HP: 30 (0%)

●Fusobacterium nucleatum CC53: 26 (0%)●Streptococcus oligofermentans AS 1.3089: 1641 (0%)

●Clostridium sp. ASBs410: 29 (0%)

●Lactobacillus plantarum CMPG5300: 16 (0%)

●Porphyromonas crevioricanis JCM 15906: 26 (0%)●Pediococcus acidilactici D3: 41 (0%)

●Streptococcus agalactiae ILRI005: 14 (0%) ●Streptococcus pneumoniae MNZ14: 33 (0%)●Streptococcus pneumoniae MNZ41: 25 (0%) ●Veillonella parvula HSIVP1: 1429 (0%)

●Streptococcus sp. HSISM1: 11303 (0.2%)●Streptococcus sp. HSISS1: 317 (0%)●Streptococcus sp. HSISS2: 295 (0%)●Streptococcus sp. HSISS3: 236 (0%)●Streptococcus sp. HSISS4: 76 (0%)

●Fusobacterium nucleatum CTI−5: 549 (0%)●Fusobacterium nucleatum CTI−6: 1469 (0%)●Fusobacterium nucleatum CTI−7: 53 (0%)●Lactobacillus rhamnosus LOCK908: 3 (0%)●Aggregatibacter sp. oral taxon 458 str. W10330: 1548 (0%) ●Leptotrichia sp. oral taxon 225 str. F0581: 3046 (0.1%)

●Actinomyces sp. oral taxon 172 str. F0311: 4008 (0.1%)

●Leptotrichia sp. oral taxon 215 str. W9775: 56872 (1%)

●Mitsuokella sp. oral taxon 131: 0 (0%)

●Mitsuokella sp. oral taxon 131 str. W9106: 25 (0%)●Oribacterium sp. oral taxon 078 str. F0263: 1165 (0%)

●Peptostreptococcaceae bacterium oral taxon 113: 0 (0%)

●Peptostreptococcaceae bacterium oral taxon 113 str. W5053: 222 (0%)

●Selenomonas sp. oral taxon 892: 0 (0.1%)

●Selenomonas sp. oral taxon 892 str. F0426: 4869 (0.1%)●Eubacterium brachy ATCC 33089: 9932 (0.2%) ●Treponema lecithinolyticum ATCC 700332: 25758 (0.4%)

●Alloscardovia omnicolens F0580: 52 (0%)●Actinomyces graevenitzii F0530: 12065 (0.2%)●Actinomyces johnsonii F0542: 1115 (0%)

●Gemella bergeriae ATCC 700627: 60 (0%) ●Porphyromonas gingivalis F0185: 24 (0%)●Porphyromonas gingivalis F0566: 77 (0%)●Porphyromonas gingivalis W4087: 69 (0%)

●Lactobacillus plantarum 16: 15 (0%)●Lactobacillus plantarum IPLA88: 3 (0%)

●Candidatus Saccharimonas: 0 (0%)

●Candidatus Saccharimonas aalborgensis: 35 (0%)

●Streptococcus tigurinus 2426: 10 (0%)●Haemophilus influenzae KR494: 75 (0%)

●Dipnotetrapodomorpha: 0 (1.1%)

●Leuconostoc mesenteroides subsp. cremoris T26: 3 (0%) ●Bacteroides fragilis str. DS−208: 15 (0%)●Bacteroides vulgatus str. 3975 RP4: 5 (0%)

●Streptococcus mitis 17/34: 2444 (0%)●Streptococcus mitis 18/56: 2231 (0%)●Streptococcus mitis 29/42: 784 (0%)●Streptococcus suis T15: 5 (0%)

●Corynebacterium argentoratense DSM 44202: 100 (0%)

●Streptococcus equi subsp. zooepidemicus SzS31A1: 39 (0%)●Streptococcus anginosus subsp. whileyi MAS624: 21 (0%)

●Enterococcus gallinarum EGD−AAK12: 12 (0%) ●Fusobacterium nucleatum 13_3C: 2090 (0%)●Lactobacillus fermentum 3872: 4 (0%)

●Lactococcus lactis subsp. lactis Dephy 1: 46 (0%)

●Candidatus Saccharibacteria bacterium RAAC3_TM7_1: 93 (0%)

●Prevotella salivae F0493: 6818 (0.1%)●Lactococcus lactis subsp. lactis KLDS 4.0325: 173 (0%) ●Prevotella timonensis S9−PR14: 152 (0%)●Prevotella amnii DNF00058: 1047 (0%)

●Veillonella montpellierensis DNF00314: 11 (0%)

●Prevotella bivia DNF00320: 215 (0%)

●Peptoniphilus lacrimalis DNF00528: 27681 (0.5%)

●Prevotella bivia DNF00650: 281 (0%)●Prevotella melaninogenica DNF00666: 10658 (0.2%)●Prevotella buccalis DNF00853: 52 (0%)●Prevotella disiens DNF00882: 2168 (0%)●Prevotella denticola DNF00960: 2200 (0%)●Prevotella buccalis DNF00985: 10 (0%)●Mogibacterium timidum ATCC 33093: 2366 (0%)

●Streptococcus thermophilus ASCC 1275: 31 (0%) ●Lactobacillus fermentum NB−22: 4 (0%)

●Tannerella sp. oral taxon BU063 isolate Cell 5: 4746 (0.1%)●Tannerella sp. oral taxon BU063 isolate Cell 6/7/9: 4443 (0.1%)●Tannerella sp. oral taxon BU063 isolate Cell 1/3: 2854 (0%)

●unclassified Peptostreptococcaceae (miscellaneous): 63 (0.1%)

●Tannerella sp. oral taxon BU063 isolate Cell 2: 3639 (0.1%)●Tannerella sp. oral taxon BU063 isolate Cell 8/11: 3313 (0.1%)●Lactococcus lactis subsp. cremoris GE214: 60 (0%)

●Streptococcus pseudopneumoniae G42: 97 (0%)●Streptococcus pseudopneumoniae 22725: 187 (0%)●Streptococcus pseudopneumoniae 1321: 51 (0%)●Streptococcus pseudopneumoniae 5247: 185 (0%)●Streptococcus pneumoniae 27: 11 (0%)●Streptococcus mitis 21/39: 1425 (0%)●Streptococcus mitis 27/7: 647 (0%)●Streptococcus thermophilus TH1435: 153 (0%)

●Streptococcus sp. VT 162: 470 (0%)

●Streptococcus thermophilus TH1436: 19 (0%)●Mannheimia varigena USDA−ARS−USMARC−1261: 5 (0%) ●Streptococcus thermophilus MTH17CL396: 24 (0%)●Streptococcus thermophilus M17PTZA496: 374 (0%)

●Fretibacterium: 0 (0%)

●Boreoeutheria: 0 (1.1%)

●Mesangiospermae: 0 (0%)

●Petrosaviidae: 0 (0%)
●Pentapetalae: 0 (0%)

●Streptococcus pyogenes ABC020047506: 6 (0%) ●Fusobacterium necrophorum DAB: 17 (0%)●Fusobacterium necrophorum BFTR−2: 17 (0%)●Clostridium novyi B str. NCTC 9691: 12 (0%)●Staphylococcus aureus 1101−1 2010: 9 (0%)●Bordetella bronchiseptica 980−2: 39 (0%) ●Finegoldia magna ALB8: 5 (0%)

●Peptoclostridium: 0 (0%)

●Oribacterium parvum: 0 (0.6%)

●Tyzzerella: 0 (0%)

●Porphyromonas sp. COT−239 OH1446: 4 (0%)●Porphyromonas sp. COT−108 OH2963: 19 (0%)●Porphyromonas sp. COT−290 OH860: 92 (0%)

●Peptoniphilaceae: 150 (0.6%)

●Eggerthellales: 0 (0%)

●Atopobiaceae: 22 (0.3%)●Eggerthellaceae: 1 (0%)

●Oryzinae: 0 (0%)

●Yersinia pseudotuberculosis complex: 0 (0%) ●Pediococcus acidilactici group: 813 (0%)


