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P Cenome Coowrrence. Domain dlama . Mo additional domains.
Genome Aful Mjan Mhe Phor Scer Cele | Aaen Syne Ecol Bsub (htub Hinf [Hpyl {Mgen bMpre Blbue Tpal /Ctra Cpne Rpro
Fold| 12 | 16 | 15 | 18 [ 32 (40 | 19 23 |36 | 43 | 33 |15 9 2 2 305 8|10 5
Superfamily 12 | 16 | 15 |18 | 32 40 | 19 | 23 |36 | 43 |33 15| 9 2 2 305 B |10 5

P Aliments. Domain dlawa . Mo additional domains.
# Pairs | untrimmed BMS | trimmed BMS | %eeguence identity | structure p-value | sequence p-value
Fold| 2% 5353 154 26.40 3ETe-23 f.42e-01
Superfamily| 28 553 1.54 26.40 38723 a.42e-01
Family| & 200 043 48 fin 1.57e-d4 217e-68
Fold onby| 0 . . . . .
Sfam only| 12 6.7 2.04 17.50 a.03e-23 1
= Liotions
Mctions Maovies
Protein Azpartate Breino Transferase (BAT) Database ID aat
P Function Classification Dorren dlarna . Mo additional doraains.
Augmented Flybase+ENIYME ZenPratEC MIFS
dlama__ E-26.1.1 3.1.04 n1o1m

B Core Structure does not exdst for dlama.
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P Bankings Dorgain dlama . Ho additional domains.
OCCURREMCES
Species 20 | Aful | Man | hMthe |Phar | Scer | Cele Aseo|Syne | Ecaol [Bsub | htub | Hinf | Heyl [Maen hpne | Bl
Mumber 352 | 18 14 15 12 | 32 | 40 | 1% | 23 | 36 | 43 | 35 | 15 g 2 2 3
Rank 14 | 11 7 7 7 14 | 32 8 10 8 5 14 9 9 21 | 25 | 2=
Yeile 96 | 92 94 4 93 [ 83 | 84 | R5 | ®5 | 94 | 97 | 953 | 95 94 | 78 | 75 | 8O
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