
TM-helices predited
by TMHMM

Polytopic membrane domains
183 Pfam-A and 152 Pfam-B families

of polytopic membrane domains

48 Pfam-A and 166 Pfam-B families
of polytopic membrane domains

Assigning to Pfam
families by FASTA

Sequence matching
(FASTA all against all)

and clustering

121 clustered families of
polytopic membrane domains

228 Pfam-A families
298 Pfam-B families

121 clustered families

TM-helices annotated
in SWISS-PROT

Unclassified polytopic
membrane domains

Manual
check
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Clustered families
Pfam-B by FASTA
Pfam-B
Pfam-A by FASTA
Pfam-A
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