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Figure 3a . Gold standard positives
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Figure 3b
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Figure 3c

| O
\ PRI
PO<L)12\O
\ POL1
N
Replication — —

complex proteins

POL2

AN
Nucleosome Y,
/ proteins

—

=== New TAP-tag data (A)

Previously known
interactions (B)

== Overlap between
(A) and (B)



Figure 4
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