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Expression of 3’ UTRs from SUB1 target genes�

Target genes Non-target genes 
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P<2.2×10-16 not significant 
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List of cancer genes targeted by SUB1 �



3�

FEN1 -  3’ UTR �

Sub1 binding 

RefSeq gene 

KD rep1 plus 

KD rep1 minus 

KD rep 2 plus 

KD rep2 minus 

Ctl rep1 plus 

Ctl rep1 minus 

Ctl rep2 plus 

Ctl rep2 minus 



4�

FEN1 -  Gene �

Sub1 binding 

RefSeq gene 

KD rep1 plus 

KD rep1 minus 

KD rep 2 plus 

KD rep2 minus 

Ctl rep1 plus 

Ctl rep1 minus 

Ctl rep2 plus 

Ctl rep2 minus 



5�

POLE -  3’ UTR �

Sub1 binding 

RefSeq gene 

KD rep1 plus 

KD rep1 minus 

KD rep 2 plus 

KD rep2 minus 

Ctl rep1 plus 

Ctl rep1 minus 

Ctl rep2 plus 

Ctl rep2 minus 



6�

POLE -  Gene �

Sub1 binding 

RefSeq gene 

KD rep1 plus 

KD rep1 minus 

KD rep 2 plus 

KD rep2 minus 

Ctl rep1 plus 

Ctl rep1 minus 

Ctl rep2 plus 

Ctl rep2 minus 



7�

RMI2 -  3’ UTR �

Sub1 binding 

RefSeq gene 

KD rep1 plus 

KD rep1 minus 

KD rep 2 plus 

KD rep2 minus 

Ctl rep1 plus 

Ctl rep1 minus 

Ctl rep2 plus 

Ctl rep2 minus 



8�

RMI2 -  Gene �

Sub1 binding 

RefSeq gene 

KD rep1 plus 

KD rep1 minus 

KD rep 2 plus 

KD rep2 minus 

Ctl rep1 plus 

Ctl rep1 minus 

Ctl rep2 plus 

Ctl rep2 minus 



9�

FANCG -  3’ UTR �

Sub1 binding 

RefSeq gene 

KD rep1 plus 

KD rep1 minus 

KD rep 2 plus 

KD rep2 minus 

Ctl rep1 plus 

Ctl rep1 minus 

Ctl rep2 plus 

Ctl rep2 minus 



10�

FANCG -  Gene �

Sub1 binding 

RefSeq gene 

KD rep1 plus 

KD rep1 minus 

KD rep 2 plus 

KD rep2 minus 

Ctl rep1 plus 

Ctl rep1 minus 

Ctl rep2 plus 

Ctl rep2 minus 
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Expression of SUB1 target CGC genes �
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Control SUB KD 

SUB1 targets CGC genes 

183 536 2638 

P = 1.8 × 10-16 

P = 3.8×10-11 


