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To evaluate the context of functional TF binding we knocked down 59
TFs and chromatin modifiers in one HapMap lymphoblastoid cell line.
We then identified genes whose expression was affected by the
knockdowns. We intersected the gene expression data with
transcription factor binding data (based on ChIP-seq and DNase-seq)
within 10 kb of the transcription start sites of expressed genes. This
combination of data allowed us to infer functional TF binding.
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Knockdown effect on global gene expression levels :

...we identified genes that were differentially expressed between the
three knockdown replicates of each factor and the six controls.
Depending on the factor targeted, the knockdowns resulted in
between 39 and 3,892 differentially expressed genes at an FDR of 5%
(Figure 1B; see Table S3 for a summary of the results).



ProbeID ENSGID Symbol ARNTL2_ENSG00000029153_DE_p BATF_ENSGO0000156127_DE_p BCL3_ENSG00000069399_DE_p CEBPG_ENSGO0000153879_DE_p CEBPZ_ENSGOO
ILMN_1343295 ENSG00000111640 GAPDH  0.952940942653558 0.726267477906638 0.207070658756502 0.600760627984557 0.543136421308712 0.180108
ILMN_2110908 ENSG00000136997 MYC 0.0544569604799078 0.0937586987521946 0.491790778280172 0.0227659882945617 0.28843671714361 0.1118894172
ILMN_1651229 ENSG00000117408 IP013  0.126284793889237 0.0921990814051612 0.402557947974246  0.605685443687457 0.90446037230978 0.003221
ILMN_1651232 ENSG00000164845 FAMB6FP NA' NA NA NA NA NA NA NA NA NA 0.0576008876020003 NA 0.00420853949523514 NA NA NA NA NA NA

ILMN_1651237 ENSG00000167513 CDT1 0.0324028292920664 0.00638613283167862 0.0340278383404869 0.475273938465694 0.0077293815079355 0.045745
ILMN_1651254 ENSG00000145012 LPP NA NA 0.449048785813945 NA NA NA NA NA NA NA NA NA 0.00905080012245602 NA NA NA NA NA NA NA

ILMN_1651262 ENSG00000197451 HNRNPAB 0.758793228402838 0.167110817807234 0.175063384587082  0.716592309257191 0.115039360055559 0.145410
ILMN_1651278 ENSGO0000163877 SNIP1  0.982327674388784  0.0483575022522517 0.601082671398298 0.386751618611503  0.244578099785764 0.442656
ILMN_1651315 ENSG00000064961 HMG20B ©.92550477223252 0.208115413376167 0.675788237201711 0.0538941598731306 0.00410857917657858 0.850989
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~8873 genes represented

MYC binding data avail, but not MYC knockdown data

This table reports the summary of our differential expression and binding data analysis for all of
the genes expressed:

Column 2: Ensembl gene ID for each gene

Column 3: Gene symbol for each gene

Columns 3—-62: Differential expression [[not available for MYC]]: Each of these columns report the
P-values from our likelihood-ratio test comparing the knockdown samples to the controls for one
of the knockdown experiments

Columns 63-263: Binding: Each of these columns reports the binding data for the 201 factors
[including MYC] for which we had some binding data. For each row, the counts represent the
number of binding events within 10 kb of the transcription start site observed for that factor.
Only 138 of the 201 factors had a usable probe and were detected as expressed on our arrays, and
only 131 were differentially expressed in at least one knockdown experiment.



