cooceces

| Soeecc00
o=
| Sooocce6
l
|
|
|
l
|
—_ 16/32 I = 24/36
= 8/32 I - 12/36
4/32 8/36
8/32 I 8/36
|
| [ | [ | [ | [ | [ | I [ | [ | [ | [ | [ | [ |
t t t T
tb ry tf T I b ry f
N=18 N=100
l
|
50
|
|
| | -
t, t, ot T b by & T
Generation time I Generation time
% I % _/
g >
% 0.5 I &J. 0.5 /
E -
/ | 2
/ I
tb ry tf Generation time I tb try tf Generl-tion time
! '
5 pl S Hitch-hickers ° Hitch-hickers
= I (Blue+Red) b (Blue+Red)
.-9 o.- g 1 o
‘(73' N I\ °
2 3t | 3 g-\\
|?<L - | :\l. - / ) .
< f A ! S\
0 5 100 150 200 1 O 00 400 600 800 1000 0 100 200 300 400




300

250

200

150

100

50

400

350

300

250

200

150

100

50

K-Peak

Simulations Under Logarithmic Growth, K=3

Average Distance from Driver

Rand-Pick

Average Distance from Driver

K-Peak

Rand-Pick

0.9
0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

-0.1
-0.2

0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

-0.1
-0.2

Positive Growth Enrichement

K-Peak

Rand-Pick

Positive Growth Enrichment

K-Peak

1
.

Rand-Pick

35

2.5

N

15

RN

0.5

Average K effect

K=2

Average K effect

K=3



<4

3iii
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