	
	
	




Dear Rosalind, 

Thank you for your interest in pursuing this further. We are attaching the PDF of our paper as well as a revised version of our comment addressing your suggestions.

We appreciate the your suggestion to clarify our strategy to distinguish the cultural and scientific impact of gene names. In matter of fact, this is the object of study of our paper. We compare the cultural impact of gene names by search engines hits, and the gene scientific impact by PubMed hits. Using the correlation of these metrics, we discuss the causes and implications of “overloaded” gene names. We made our previous comments clearer in that regard. Additionally, we also included a small excerpt discussing alternative cases of gene popularity by discussing genes such as ADH. 

cheers, marK and Fabio

	


Dear Rosalind, 
We enjoyed reading the recent news focus in Nature on “The most popular genes in the human genome” 1. We wanted to point out a related fact: it is possible to plot the number of citations that a gene gets in PubMed relative to its occurrence on the web in terms of Google Search Engine hits 2. While the former captures the scientific influence of gene name, the latter captures its cultural impact. For most genes, this reveals a rough proportionality. However, a number of exceptional genes significantly deviate off this line, often being being much more popular  in the mainstream world (i.e., via Yahoo, Google) than on PubMed. These genes usually have “overloaded” names, where the name means something in the popular world that is of higher impact than the gene’s actual use in the biomedicine, for example, the Superman gene in Arabidopsis. This distortion is particularly pronounced for organisms that have long gene names, such as in fly and human. We also find interesting how some genes have remarkable cultural influence but do not have “overloaded” names. Such genes have Search Engine hits comparable to scientifically popular genes (i.e. TP53) but are not mentioned nearly as much in the scientific literature. Alcohol dehydrogenase (ADH), which encodes the enzyme responsible for metabolizing alcohol, is a good representative this category. 
We also find it interesting how these genes, which were originally named in somewhat flowery fashion based on their first observed phenotype, have had their real functions subsequently drift away from this given name. Good examples of this conflict include Sonic Hedgehog (SHH), which started off named after a drosophila spiky phenotype, but was later implicated in embryonic neural development, and Twist and Snail which were named after fly embryo phenotype, but were later implicated in human tumor metastasis.
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