
Center Number	of	Samples	Sequenced Number	of	samples	to	be	
submitted	to	dbGaP

Number	of	samples	
available	from	dbGaP

Baylor-Hopkins 8,746	exomes	(BCM	-	6,835/JHHU	-	1,911)
1,433	submitted	+	574	to	
be	submitted

861	phenotype	and	860	
genotype	(phs000711)

Broad 5,336	exomes,	547	genomes,	and	75	RNASeq

953	exomes,	1,021	
genotype	arrays,	98	
genomes,	and	22	RNASeq	
submitted	and	have	
additional	>2,000	samples	
to	be	submitted

None	yet	available	
(phs001272)

University	of	Washington 7,305	exomes	and	211	genomes ~1,000	to	be	submitted
1,439	exomes	and	52	
phenotypes	(phs00693)

Yale 18,267 ~3,000	to	be	submitted

1,896	exomes	plus	vcf	
and	array	data	
(phs000744)

CMG	Data	Deposition	To	Date


