
RADAR: 
RNA binDing protein regulatory network resource for cAncer Research

R-PRESS or RNA-PRESS: 
RNA-binding Protein REgulatory Scoring Scheme

RePRESS:
Regulatory Potential of RNA-binding protein Empirical Scoring Scheme

Regulatory Potential of RNA-binding protein Estimation Scoring Scheme
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1	kb 1	kb
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… Regulatory
Potential

G1 G2 G3 … Gn-1 Gn

RBP1 1 1 1 … 0 0
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RBPk 0 0 0 … 1 1
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