Poisson confidence intervals for mouse 18S rRNA DMS stop countt
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Observed replicates of mouse 18S rRNA DMS stop counts
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Mouse 18S rRNA biological replicate 1

Dispersion estimates for mouse 18S DMS stop counts
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Poisson simulated replicates of mouse 18S rRNA DMS stop counts
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Quantile—quantile plot for mouse 18S rRNA DMS stop counts
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