


Abstract

Long Interspaced Nuclear Element 1 (LINE-1 or L1) is a major driver of genome plasticity across individuals. LINE-1 activity in healthy tissue and tumors remains poorly understood despite the recent progress in deciphering its biology. LINE-1 instances are highly repetitive and mostly dysfunctional, therefore, new methods and models are required to deconvolve pervasive transcription from autonomous transcription of LINE-1 elements. We validated our method using reference cell-lines and uncovered cell-line compartment LINE-1 transcriptional activity. We also found that LINE-1, specifically L1Hs, is autonomously transcribed in healthy somatic tissues and its activity is correlated to individuals age and to cell division rate, suggesting that adult brain has small retrotransposition activity. Moreover, LINE-1 is highly active in tumor cells, contributing to genomic instability and the creation of somatic indels. This study provides further evidence that LINE-1 is major player in somatic genome plasticity and that it may play a major role in tumoral genome mutagenesis. 







































































	
	
	

	
	
	

	
	
	

	
	
	

	
	
	

	
	
	

	
	
	

	
	
	

	
	
	

	
	
	

	
	
	

	
	
	

	
	
	



	
	
	
	
	
	
	
	

	

	

	
	
	
	
	
	

	
	

	
	
	
	
	
	

	

	

	
	
	
	
	
	

	
	

	
	
	
	
	
	













