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SCREEN overview (recap): three perspectives

1) enter search keywords
(genes, coordinates, SNPs…)

1)
2) use facets to filter search results; click result for details

cRE / locus-centric Search View



Gene-centric View
1) RNA-seq: human and mouse

gene expression app, cRE details

2) RAMPAGE: human only
cRE details

1) a
2) b
3) Differential Expression: mouse only

self-contained app

SCREEN overview (recap): three perspectives



SCREEN overview (recap): three perspectives
SNP-centric GWAS View

1) select study
1)
2) browse cREs intersecting LD blocks from study by cell 

type



New since last update: UCSC browser configuration
tab opens after clicking a 
UCSC button

toggle 9-state or 5-group 
cRE tracks

click and drag selected 
cell types with handles 
to change order of 
tracks in the browser

click rows to toggle 
selected cell types



New since last update: UCSC buttons for transcripts

RNA-seq RAMPAGE



New since last update: summary symbols

Available data types by cell type search results table: P/D (proximal/distal), 
concordant support star, Z-scores by data type

key below search results table



New since last update: new tutorials on homepage

- six tutorials
- main search
- results table, cart, browser
- cRE details
- gene expression
- differential expression
- GWAS

- hosted on SCREEN YouTube 
channel

- https://www.youtube.com/channel/
UCFX89WFjvf-1NCj_4mVObRg

https://www.youtube.com/channel/UCFX89WFjvf-1NCj_4mVObRg
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