ModERN

20170406



aGFP IRES neomycin

wt fly
Untagged e ‘m-c | | St‘,cp— encoding x ‘”G R 1 w { Tagged TF
N
1 Collect x-linked sheared chromatin 1

%fa/ ;gl&*“ \75’%* fil% A

r

IP using GFP-Ab Total Chromatin Input IP using TF-Ab Total Chromatin Input  |p using GFP-Ab

I' s\
,l, \\\\
1 |
i n/ ’ / ) i
| 2b"/b | | 0 a/a 1a/a’
1 | " AL | I allil1h | I 1 || :
! B B M i
E - .......... l'- ............................ 51 - .......... l'- ........................... 51 - .......... l'- ............................ - :
pooowt Control Experiment Typical ChIP-seq Experiment Typical modERN Experiment E
1 signal over chromatin input signal over chromatin input signal over chromatin input i
1
i i
' I / ” i
! HI- 3a/b !
: - .......... l'- ........................... Bl :

1

e > wt subtracted Experiment Qs m s

signal over wt IP



Current processing
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spp log2 wigs
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Call Peaks from Alog?2

 Took 100bp bins from wig files with Alog2
signal > 0.23

— Should use a better method for threshold

e Squish these into regions and ignore single bin
peak regions



With Alog2 peaks
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Better a/b” factors

Alog2 de novo Jaspar Motif afa’ a/b” Log2 Peaks
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Problematic a/b” factors

Alog2 de novo Jaspar Motif afa’ a/b” Log2 Peaks
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Summary

e Log2 yields more ‘correct” motifs than a/b”
method.

e Most E-values for incorrect motif’s > correct
motifs



Improvements

e Modify Alog2 calculation
— Negative mock log2, include or omit?

— Arbitrary threshold, eg 2x? Use more sophisticated
method?

 Need way to shrink width of peaks

— Overlap new peaks with original peak calls and use
summits

— Use 500 bp window around max Alog2

e Kr motif was predicted with best E-value by
tweaking some of these parameters.
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