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25268 genes in 96 samples (for Brain cortex specifically,
but 9 other brain sub-regions also processed)

57820 genesin 430 samples

57820 genes in 594 samples




Genes (200 shown)

| |fract_deviation|
= abs { gtex val — calculated val / calculated val}

Max value in this heatmap: 180

Samples (all 96)
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