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•  Comparing	
  peak	
  calling	
  results	
  
1	
  SPP	
  using	
  DNA	
  input	
  as	
  control	
  
2	
  SPP	
  using	
  mock	
  IP	
  as	
  control	
  
3	
  Fisher-­‐exact	
  test	
  using	
  both	
  mock	
  IP	
  and	
  DNA	
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glh-2	
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Mex-­‐5	
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Egg-­‐1	
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glp-­‐1	
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Cin-­‐4	
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Mex-­‐3	
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Chs-­‐1	
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Egg-­‐3	
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•  EFL-­‐1_YL455	
  
– DNA	
  input	
  peaks:	
  2192	
  vs	
  Mock	
  IP	
  peaks:	
  1978	
  

•  SNPC-­‐4_OP179:	
  1430	
  vs	
  1328	
  

•  SNPC-4_YL457:	
  1110	
  vs	
  908	
  

•  SNPC-­‐4_YL524:	
  2327	
  vs	
  2129	
  

•  DPL-­‐1_YL425:	
  3901	
  vs	
  3887	
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•  Mock	
  IP	
  controls	
  
– N2_WA_yAd_IP_Rep0.tagAlign	
  

•  N2_WA_yAd_IP_GoatV-­‐aGFP_Rep1.tagAlign	
  
•  N2_WA_yAd_IP_GoatV-­‐aGFP_Rep2.tagAlign	
  

Cele_controls	
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•  Mock	
  IP	
  w/	
  GFP-­‐Ab	
  generates	
  small	
  number	
  of	
  
significant	
  peaks,	
  in	
  fly	
  	
  

– Median:	
  184	
  (mock	
  IP)	
  vs	
  3550	
  (DNA	
  input)	
  

– 25%	
  of	
  TFs	
  have	
  sig.	
  peaks	
  <	
  40	
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•  The	
  42	
  TFs	
  with	
  lowest	
  NO.	
  of	
  peaks	
  in	
  the	
  
168	
  TFs:	
  
– Slowly	
  expressed	
  (not	
  significant)	
  

– Less	
  number	
  of	
  replicate	
  experiments	
  (p	
  <	
  0.03)	
  
•  In	
  the	
  42	
  TFs,	
  14	
  have	
  3	
  replicates,	
  28	
  TFs	
  have	
  2	
  
replicates	
  

	
  
•  In	
  the	
  rest	
  TFs,	
  the	
  rado	
  is	
  65:	
  61	
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•  IP	
  has	
  ave.	
  12%	
  duplicate	
  reads	
  

•  Mock	
  IP	
  has	
  ave.	
  16%	
  duplicate	
  reads	
  

•  DNA	
  input	
  has	
  ave.	
  ~8%	
  duplicate	
  reads	
  
	
  

15	
  



•  Removing	
  duplicate	
  reads	
  improves	
  discovery	
  

The	
  19	
  TFs	
  with	
  lowest	
  NO.	
  of	
  sig.	
  peaks	
  	
  

N
O
.	
  o
f	
  s
ig
ni
fic
an
t	
  p

ea
ks
	
  

Black:	
  SPP	
  w/	
  duplicate	
  reads	
  
Red:	
  SPP	
  w/o	
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Screening	
  the	
  19	
  TFs	
  

•  TFs	
  with	
  annotadons	
  suggesdng	
  no	
  bindings	
  
peaks	
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•  emc:	
  co-­‐acdvator,	
  10	
  sig.	
  peaks	
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hgp://www.uniprot.org/uniprot/P18491	
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•  crc:	
  annotated	
  as	
  a	
  co-­‐acdvator,	
  15	
  sig.	
  peaks	
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•  TFAM:	
  mitochondrial	
  TF,	
  28	
  sig.	
  paeks	
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•  Lowly	
  expressed	
  (,	
  maybe	
  highly	
  expressed	
  in	
  
a	
  small	
  number	
  of	
  cells)	
  

•  Temporal	
  expressed	
  TFs	
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•  Slou:	
  37	
  sig.	
  peaks	
  

Very	
  low	
  expression:	
  0-­‐3	
  
Low:	
  4-­‐10	
  
Moderate:	
  11-­‐25	
  
Moderately	
  high:	
  25-­‐50	
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•  usdfs	
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•  Ah3,	
  49	
  sig.	
  peaks,	
  ChIP-­‐Seq	
  labeled	
  as	
  E0-­‐24	
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•  btn,	
  1	
  sig.	
  peaks,	
  ,	
  Chip-­‐Seq	
  during	
  E0-­‐14	
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•  cato,	
  60	
  sig.	
  peaks,	
  ,	
  Chip-­‐Seq	
  during	
  E0-­‐24	
  
	
  

27	
  



•  CG12942,	
  43	
  sig.	
  peaks,	
  Chip-­‐Seq	
  during	
  E0-­‐24	
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•  Several	
  TFs	
  are	
  lack	
  of	
  experimental	
  evidence	
  
suggesdng	
  binding	
  peaks	
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