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tumor heterogeneity (MATH) into a composite S e

score, as Clonal Mutation Burden (CMB)

=0.05
e Captures both the clonality of a tumor and the 100~ | g |
number of somatic mutations per clone.
* MR and MATH scores were median- 75 -
dichotomized in the cohort, and CMB 7
categories were defined as low (low MR, high Q 504
MATH), high (high MR, low MATH), or =
intermediate (all others). 25 -
* Tumors with high CMB appear to be extremely
chemosensitive. o
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pCR, pathologic complete response



Distribution of cancer samples in each CMB category
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