
Figure 1 

A

*TCGA Cohort (PCAWG May):
K562::CLLE, HepG2::LIHC, A549::LUAD, MCF-7::BRCA, HeLa-S3::CESC

**TCGA (1/28/2016):
K562::LAML, HepG2::LIHC, A549::LUAD, MCF-7::BRCA, HeLa-S3::CESC
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Figure 2 

(A)

(B)      
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Loser GainerTF-GENE Network
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Figure 3 

e

p-value < 2.2x10-16
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Figure 4 



Figure 5 




