Mutant RLU normalized to WT

=

Enhancer Seq Validation Motif Disruption Luciferase Assay

B Mutant

B Wild Type

Sample01* Sample02 Sample03* Sample04 Sample05 Sample06 Sample07 Sample08 Sample09 Sample10

chr chr16 chr21 chr8 chr17 chr20 chr7 chr20 chr7 chr7 chr6

pos 85,604,242 27,541,982 21,541,726 38,474,408 43,971,343 1,598,567 58,563,412 150,759,483 5,596,005 134,700,462

ref C G A C G C C C T G

alt G A G G C T T G G T
D-score_min 22.728 20.361 10.389 16.910 3.665 15.746 7.217 13.959 13.372 13.989

D-score_mean 22.728 20.361 16.962 16.910 15.834 15.746 15.521 15.242 15.019 14.591
D-score_max 22.728 20.361 27.406 16.910 30.424 15.746 21.648 17.325 17.993 15.796
1 *Sample 1 & 3 had issues with plasmid isolation




_ [ i I _ T — I _ o __ T __
pl13 pl12 pll.2 pll.l qll.l qll.2 q21.1 q21.2 q21.3 q22.11 q22.12 q22.13 q22.2 q22.3
- 4,996 bp -
27,540,000 bp 27,541,000 bp 27,542,000 bp 27,543,000 bp 27,544,000 bp
I I I I I I I I
[0.a7%5)
MCF-7 H3K27ac FE
[-0.040 - 0.44)
P — ee— _A = =  — Rttt i s _ e —tE.
[0- &5
MCF-7 H3K4me3 FE
[-0.084 - 6.73) B

[0-81)

MCF-7 DNase-Seq

[0-909)

MCF-7 RNA-Seq

RefSeq Genes

APP APP
I
MCF-7 DHS peaks
Onginal Capture Regions
dhs 45332
SCP1 untreated peaks (1kb)
chr21:27542219-27543218_dhs_45332_61_top5
I
SCP1 E2 peaks (vanable length) %
2 chr21:27541879-27542258_dhs_45332_13_top20
|
Al BRCA SNVs
21_27541982_G_A _f8f749b7-547d49fa-9da2-44eed962b61d
I
46 vanants

chr21_27541082_G_A_f8i749b7-547d-49fa-0da2-44eed962b61d
I
20.3612353208226

e I
162.235845054 119.416427948
e

SAMPLE 02

46 varnants D-score

ANS MCF-7 Enhancer Predictions




chr1?7

I _ I _ o iy _ [ L______J_________IIIIIIIIIIIIIIIIIIIIII[ZIIIIIIII[ZZZZIIIII[ZZZZZZZZIIIIIIIIIIII __ L1 __
p133 pl13.2 pl3.1 pl12 pll.2 pll.l qll.2 ql2 q2l.1 q21.31 q21.32 q21.33 22 q23.1 q23.3 q24.2 q24.3 q25.1 q25.2 q25.3
- 4,996 bp ol
38,473,000 bp 38,474,000 bp 38,475,000 bp 38,476,000 bp

MCF-7 H3K27ac FE

[-0.001 - 0.50)

MCF-7 H3K27ac logLR

MCF-7 H3K4me3 FE

(-0.003 - 8.10)

MCF-7 H3K4me3 bbglLR

[0- 270

MCF-7 DNase-Seq

0-257)

MCF-7 RNA-Seq
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RefSeq Genes

MCF-7 DHS peaks

P
dhs_20660 dhs_20661

Onginal Capture Regions

SCP1 untreated peaks (1kb)
chr17:38473830-38474829_dhs_29661_5_top30

SCP1 E2 peaks (vanable length)

| | | |
247_G_T_987d41ee-6bab-490c- Hed 17_38473773_G_A_fc813020-096a-0991.040-11ac0c48327d 17_38476428_C_G_ddc7377d-82c3480a-be3c-3d1da52c77d
I
chr17_38474408_C_G_fc6d77a9-121b-48ab-aB899-713¢c3d1319a2
I

16.9100107466474

e 1
144 8911954 137.252882508 R

SAMPLE 04

Al BRCA SNVs

46 varants

46 varnants D-score

ANS MCF-7 Enhancer Predictions




chr20

pl13 pl12.3 p12.2 p12.1 pll1.23 pll 1.iLz p11.21 plll qlll qll1.21 l qll.2_2_] ql1.23 mi.lu ql3.12 l ql3.13 q13.2 q13.31 ql333
- 4,996 bp -
43,969,000 bp 43,970,000 bp 43,971,000 bp 43,972,000 bp 43,973,000 bp
I I I I | I
12)
MCF-7 H3K27ac FE
-1.13)
MCF-7 H3K27ac logLR
18]
MCF-7 H3K4me3 FE
[0.011 - 1.03) 0
MCF-7 H3K4me3 bglLR
0-12
MCF-7 DNase-Seq
R ——— T — Enhancer ..o
§.00)
MCF-7 RNA-Seq
I . .

1+
T+
1

1T
B

RefSeq Genes

MCF-7 DHS peaks

Onginal Capture Regions

SCP1 untreated peaks (1kb)

SCP1 E2 peaks (vanable length)

Al BRCA SNVs

46 varants

46 varnants D-score

ANS MCF-7 Enhancer Predictions bl

144 46615414

1+
T+
1
1
1
T
T
1+
T+

177.420933154

20_43970558_G_A_c67409b2-ac25-42a0-8543-4636ef132fed

dhs_44210

chr20:43970657-43971656_dhs_44210_24_top10

l
20_43972216_G_T_74b57d2c-a83f4798-b86b-a533975e4cc0
I
chr20_43971343_G_C_f7c7373¢c-1972-4968-2040-11ac0d486e80
I

30.4240384855309

T —
224.649151141

“ SAMPLE 05




chr?

T - I | - [ -4 TN TN N s 0 O s e e 7
p22.2 p21.3 p21.2 pl15.3 plsd p14.2 pl3 p12.2 pll.2 qll1.1 qll.22 qll1.23 q21.11 q21.12 q21.3 q22.1 q223 q311 q31.2 q31.32 q32.1 q33

- 4,996 bp

» 1,597,000 bp 1,598,000 bp 1,599,000 bp 1,600,000 bp

0. 11)

MCF-7 H3K27ac FE

[-0.020 - 1.05)

[0-574)

MCF-7 H3K27ac logLR

MCF-7 H3K4me3 FE

MCF-7 H3K4me3 bbglLR

MCF-7 DNase-Seq

eq Validation N

MCF-7 RNA-Seq

10 II: = -

RefSeq Genes
184A
I — I [
MCF-7 DHS peaks
Onginal Capture Regions
dhs_ 64843
N
SCP1 untreated peaks (1kb)
chr7:1598740-1599739_dhs_64843_67_top20
I
SCP1 E2 peaks (vanable length)
6 chr7:1598480-1598699_dhs_64843_54_top20
| | |
Al BRCA SNVs
G_A 0448206f-3ade4087-b1ag 7_1598567_C_T_b27d75ba-5989-4200-bfe9-f1b7d7<f8008 7_1599781_C_T_ddc7377d-82c3480a-be3c-3d1da52c77d4
I
46 vanants
chr7_1598567_C T _b27d75ba-5989-4200-bfe9f1b7d7cf8008
I
46 varnants D-score
15.7464166063481
consire . e

ANS MCF-7 Enhancer Predictions 112.422614036 200.957379433 221.597641713

1

-~ SAMPLE 06



chr20

_ I I T _ | | 1 1 I | . l — s | _
pl3 pl123 pl12.2 pl121 p11.23 pll.22 pll.2l pll.l qll.1 qll.21 qll.22 q11.23 ql2 ql3.11 ql3.12 ql3.13 q13.2 ql3.31 ql3.33
- 4,996 bp =1
8,561,000 bp 58,562,000 bp 58,563,000 bp 58,564,000 bp 58,565,000 bp
I I I I I I | I I

0.720)
MCF-7 H3K27ac FE

[-0.044 - 0.91)
MCF-7 H3K27ac logLR

————. s —— ——

MCF-7 H3K4me3 FE

[+0.116 . 0.55)
MCF-7 H3K4me3 bglLR

- e - ———
(0 - 200
1 | —
MCF-7 DNase-Seq |—|_
= ENN—— ptif Disruption - B

0. 101)
MCF-7 RNA-Seq
RefSeq Genes > > > > > > > > > > > > > > > > > > > > > > > > > > > > > > > > > > > > > >

CDH26
MCF-7 DHS peaks
-
Onginal Capture Regions
dhs_44908
I
SCP1 untreated peaks (1kb)
chr20:58563086-58564085_dhs_44908_19_top30
SCP1 E2 peaks (vanable length) -
7
| | |

Al BRCA SNVs

561318_G_C fcB813235-5ed8-7§ p485e3e 20 _58562653 C A fTed4a2a8-093d-9e36-2040-11ac0d480c7d
46 vanants |

chr20_58563412_C_T_8691c87{-2468-44bb-a670-3dccd6da3dch
46 vanants D-score |
21.6481024864599
umber (B e e —
ANS MCF-7 Enhancer Predictions 125.833907 214 927577758 197.048980232 114 4896844 "~
B 1

SAMPLE 07



L1 TN BN [ N Ty D s 00 - I 0 T N e 00 0 e e e 7 R
p22.2 p21.3 p21.2 pl15.3 plsd p14.2 pl3 p12.2 pll.2 qll1.1 qll.22 qll1.23 q21.11 q21.12 q21.3 q22.1 q223 q311 q31.2 q31.32 q32.1 q33 q34 q35 q36.1 q36.3
- 4,996 bp -
7,000 bp 150,758,000 bp 150,759,000 bp 150,760,000 bp 150,761,000 bp 150,71

MCF-7 H3K27ac FE

[-0.043 - 0.64)

—

MCF-7 H3K27ac logLR

MCF-7 H3K4me3 FE

(0.032 - 8.07)

MCF-7 H3K4me3 bbglLR

- I ‘ L
MCF-7 DNase-Seq _ . . o - 1 i
a L . | ]
- . | 1 e ——— - - e e
e S— iciferase Assay e - ‘ E N »
0-473)
MCF-7 RNA-Seq
RefSeq Genes T o o " L > » = — > > —> > — -— — — > N > > >
SLCAA2 SLC4AZ2

MCF-7 DHS peaks

.
dhs_68530
|
chr7:150759408-150760407_dhs_68530_23_top20

Onginal Capture Regions

SCP1 untreated peaks (1kb)

SCP1 E2 peaks (vanable length)

I |
7_150757682_G_A, 00c3-2040-11ac0c4846a8 7_150759483_C_G_{7d128d2-3964-e3bc-e040-11ac0d481667 7_150760844_C_T_f7c7373c-1972-4968-2040-11ac0d486e80
I
chr7_150759483_C_G_{7d128d2-3964-e3bc-e040-11ac0d481667
I

17.3245325629294

149.950365867 158.645059904
- P e

SAMPLE 08

Al BRCA SNVs

46 varants

46 vanants D-score

ANS MCF-7 Enhancer Predictions




MCF-7 H3K27ac FE

MCF-7 H3K27ac logLR

MCF-7 H3K4me3 FE

MCF-7 H3K4me3 logLR

MCF-7 DNase-Seq

RefSeq Genes

MCF-7 DHS peaks

Onginal Capture Regions

SCP1 untreated peaks (1kb)

SCP1 E2 peaks (vanable length)

Al BRCA SNVs

46 vanants

46 vanants D-score

ANS MCF-7 Enhancer Predictions

. I I ] - [ -4 TN TN N I I e
p22.2 p21.3 p21.2 p15.3 pl15.1 p14.2 pl3 p12.2 pll.2 qll1.1 qll.22 qll1.23 q21.11 q21.12 q21.3 q22.1 q22.3 q31.1 q31.2 q31.32 q32.1 q33 q34 q35 q36.1
L 4,996 bp
5,594,000 bp 5,595,000 bp 5,596,000 bp 5,597,000 bp 5,598,000 bp
| | | | | l | l |
0-713)
[-0.031 - 0.43)

chr?

(0. &5] T T
A
[-0.024 - 4.05) . o T . T
_acnmecsdiasectih,
0. 181) T N
R I — - . I .

- ..________________________________________________________________________________________________
dhs_65035 dhs_65036
sSsS——S———
chr7:5595201-5596200_dhs_65035_69_top10

|
7_5596005_T_G_fca07e09-1fd2-9ef5-2040-11ac0d485bbd
I
chr7_5596005_T_G_fca07e09-1fd2-9ef5-2040-11ac0d485bbd
|
17.9928626603599

156.566489104 139.720000232
I

- ‘= SAMPLE 09
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chré

T 1] 1] ] I B N - 2 [P A _ | ] | [ ___| [ I
p25.2 p243 p23 p223 p22.2 p2l1.33 p21.2 p21.1 pl123 pl121 plll ql2 ql3 qldl qld3 ql6.1 ql6.3 q21 q22.1 q22.31 q22.33 q23.3 q24.2 q25.1 q25.3 q26 q227

-~ 4,996 bp -

98,000 bp 134,699,000 bp 134,700,000 bp 134,701,000 bp 134,702,000 bp 134,
I I I I I I I I

MCF-7 H3K27ac FE

[-0.040 - 020
MCF-7 H3K27ac logLR
- - — — A-ﬁ- - -
S ——— —— — -
[0-831)
MCF-7 H3K4me3 FE
=IO .
[-0.048 - 0.33)
MCF-7 H3K4me3 loglLR
S - . R
- — — ? — . — —_—
0. 277)
MCF-7 DNase-Seq
[0+ 1.00]
MCF-7 RNA-Seq
RefSeq Genes
MCF-7 DHS peaks
e
Onginal Capture Regions
dhs 63804
I
SCP1 untreated peaks (1kb)
chr6:134699995-134700994_dhs_63804_22 top20
SCP1 E2 peaks (vanable length) -
10
| |
Al BRCA SNVs
6_134698752 c0e3-4649-b641-5b266c393a76 6_134700462_G_T_fc9dbf68-4599-3c64-2040-11ac0d481623
. |
46 varnants
chr6_134700462_G_T_ fcO9dbf68-4509-3c64-2040-11ac0d481623
46 vanants D-score |
15.7950412763312
I
ANS MCF-7 Enhancer Pradictions
112.257715026

SAMPLE 10



