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Mutant RLU normalized to WT
[N

0 I II |
L
4

2

7 8 9J' 10

B Wild Type

1 B Mutant

chr21:27,541,982 chr17:38,474,408 ¢chr20:43,971,343 chr7:1,598,567 chr20:58,563,412 chr7:150,759,483 chr7:5,596,005 chr6:134,700,462
G>A C>G G>C C>T C>T C>G T>G G>T

D-score

. 20.4/20.4/20.4 16.9/16.9/16.9 3.7/15.8/30.4 15.7/15.7/15.7 7.2/15.5/21.6 14.0/15.2/17.3 13.4/15.0/18.0 14.0/14.6/15.8
min/mean/max

*Sample 1 & 3 omitted due to issues with plasmid isolation
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SCP1 untreated peaks (1kb)

SCP1 E2 peaks (vanable length)

| | I
7_150757682_G_A_fc447d56-0d53-e0c3-040-11ac0c4B46a8 7_150750483_C_G_f7d128d2-3964-e3bc-2040-11ac0d481667 7_150760844_C_T_{7c7373c-1972-4968-2040-11ac0d486e80
I
chr7_150750483_C_G_{7d128d2-3964-e3bc-2040-11ac0d481667
|
17.3245325629294

Al BRCA SNVs
46 variants

46 vanants D-score

149.950365867 158.645059904
e e

174.228246409 155.81814711 Q A M D I F n R

ANS MCF-7 Enhancer Predictions
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