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JUND Target Gene
Gain Edge Common Edge Loss Edge

n 6548 31 18
% 99.3% 0.5% 0.3%

Expression Up Down
n 3962 2539
% 60.5% 38.8%

DHS Up Down Up Down
n 2450 1507 1231 1301
% 61.8% 38.0% 48.5% 51.2%

H3K27ac Up Down Up Down active enhancer
n 2564 1386 1154 1377
% 64.7% 35.0% 45.5% 54.2%

H3K4me3 Up Down Up Down active promoter
n 2803 1154 1593 944
% 70.7% 29.1% 62.7% 37.2%

H3K9me3 Up Down Up Down heterochromatin, repressive
n 1658 2297 1016 1520
% 41.8% 58.0% 40.0% 59.9%

H3K27me3 Up Down Up Down inactive promoter
n 2091 1855 1445 1087
% 52.8% 46.8% 56.9% 42.8%

Methylation Up Down Up Down repressive
n 941 1639 380 1132
% 23.8% 41.4% 15.0% 44.6%
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