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0.8797

0.1659

0.2469

1.495e-07**

4.089e-09**

< 2.2e-16***

2.654e-07**

1.422e-09**

0.08347

0.8814

*Wilcoxon rank sum test

Rewiring between common nodes 
affect target gene expression







TF-Gene network
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• 3 networks using TIP, TSS, and enhancer are merged into one giant network 

• JUND is heavily rewired compared to other TFs in the network



GM12878
• Outer circle: TFSS 
• Inner circle: chromatin



K562
• Outer circle: TFSS 
• Inner circle: chromatin
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