
+

+

TBL1XR1 REST JUND 
RCOR1 ZBTB33 MYC

MTA2
NRF1 IKZF1



0.8797

0.1659

0.2469

1.495e-07**

4.089e-09**

< 2.2e-16***

2.654e-07**

1.422e-09**

0.08347

0.8814

*Wilcoxon rank sum test

Rewiring between common nodes 
affect target gene expression






