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|len Use  Us Core
ID nd sal Train Tn +
Comments EIC RDE GROUP COLOR Epigenome Mnemonic sec  atir (Core) (C K27ac Standardized Epigenome name Epigenome name (from EDACC Release 9 directory) ANATOMY
Core
Marks
94 60 40
E016 7 ESC ESC.HUES64 HUESG64 Cells HUESG64_Cell_Line ESC
Outlier DNA m E003Y 8 ESC ESC.H1 H1 Cells H1_Cell_Line ESC
E024 9 ESC ESC.4STAR ES-UCSF4 Cells 4star ESC
E007 15 ES-deriv ESDR.H1.NEUR.PROG H1 Derived Neuronal Progenitor Cultured Cells H1_Derived_Neuronal_Progenitor_Cultured_Cells ESC_DERIVED
E013 18 ES-deriv ESDR.CD56.MESO hESC Derived CD56+ Mesoderm Cultured Cells hESC_Derived_CD56+_Mesoderm_Cultured_Cells ESC_DERIVED
EO012 19 ES-deriv ESDR.CD56.ECTO hESC Derived CD56+ Ectoderm Cultured Cells hESC_Derived_CD56+_Ectoderm_Cultured_Cells ESC_DERIVED
EO011 20 ES-deriv ESDR.CD184.ENDO hESC Derived CD184+ Endoderm Cultured Cells hESC_Derived_CD184+_Endoderm_Cultured_Cells ESC_DERIVED
E004 21 ES-deriv ESDR.H1.BMP4.MESO H1 BMP4 Derived Mesendoderm Cultured Cells H1_BMP4_Derived_Mesendoderm_Cultured_Cells ESC_DERIVED
E005 22 ES-deriv ESDR.H1.BMP4.TROP H1 BMP4 Derived Trophoblast Cultured Cells H1_BMP4_Derived_Trophoblast_Cultured_Cells ESC_DERIVED
E006 23 ES-deriv ESDR.H1.MSC H1 Derived Mesenchymal Stem Cells H1_Derived_Mesenchymal_Stem_Cells ESC_DERIVED
E062 24 Blood & T-cell BLD.PER.MONUC.PC Primary mononuclear cells from peripheral blood Peripheral_Blood_Mononuclear_Primary_Cells BLOOD
E037 34 Blood & T-cell BLD.CD4.MPC Primary T helper memory cells from peripheral blood 2 CD4_Memory_Primary_Cells BLOOD
E038 36 Blood & T-cell BLD.CD4.NPC Primary T helper naive cells from peripheral blood CD4_Naive_Primary_Cells BLOOD
E047 37 Blood & T-cell BLD.CD8.NPC Primary T CD8+ naive cells from peripheral blood CDB8_Naive_Primary_Cells BLOOD
E050 42 HSC & B-cell BLD.MOB.CD34.PC.F Primary hematopoietic stem cells G-CSF-mobilized Female Mobilized_CD34_Primary_Cells_Female BLOOD
E055 52 Epithelial SKIN.PEN.FRSK.FIB.01 Foreskin Fibroblast Primary Cells skin01 Penis_Foreskin_Fibroblast_Primary_Cells_skin01 SKIN
E056 53 Epithelial SKIN.PEN.FRSK.FIB.02 Foreskin Fibroblast Primary Cells skin02 Penis_Foreskin_Fibroblast_Primary_Cells_skin02 SKIN
E059 54 Epithelial SKIN.PEN.FRSK.MEL.01 Foreskin Melanocyte Primary Cells skin01 Penis_Foreskin_Melanocyte_Primary_Cells_skin01 SKIN
E061 55 Epithelial SKIN.PEN.FRSK.MEL.03 Foreskin Melanocyte Primary Cells skin03 Penis_Foreskin_Melanocyte_Primary_Cells_skin03 SKIN
E057 56 Epithelial SKIN.PEN.FRSK.KER.02 Foreskin Keratinocyte Primary Cells skin02 Penis_Foreskin_Keratinocyte_Primary_Cells_skin02 SKIN
E058 57 Epithelial SKIN.PEN.FRSK.KER.03 Foreskin Keratinocyte Primary Cells skin03 Penis_Foreskin_Keratinocyte_Primary_Cells_skin03 SKIN
E028 58 Epithelial BRSTHMEC.35 Breast variant Human Mammary Epithelial Cells (vHMEC) Breast_vHMEC BREAST
Bad SBS DNA- 59 Epithelial BRSTMYO Breast Myoepithelial Primary Cells Breast_Myoepithelial_Cells BREAST
E054 60 Neurosph BRN.GANGEM.DR.NRSPHR Ganglion Eminence derived primary cultured neurospheres Neurosphere_Cultured_Cells_Ganglionic_Eminence_Derived BRAIN
E0S53 61 Neurosph BRN.CRTX.DR.NRSPHR Cortex derived primary cultured neurospheres Neurosphere_Cultured_Cells_Cortex_Derived BRAIN
E112 62 Thymus | THYM Thymus Thymus THYMUS
EO071 64 Brain BRN.HIPP.MID Brain Hippocampus Middle Brain_Hippocampus_Middle BRAIN
EO70 71 Brain BRN.GRM.MTRX Brain Germinal Matrix Brain_Germinal_Matrix BRAIN
E082 72 Brain BRN.FET.F Fetal Brain Female Fetal_Brain_Female BRAIN
E100 75 Muscle MUS.PSOAS Psoas Muscle Psoas_Muscle MUSCLE
Likely antibod E104Y 81 Heart HRTATR.R Right Atrium Right_Atrium HEART
E095 82 Heart HRT.VENT.L Left Ventricle Left_Ventricle HEART
E105 83 Heart HRT.VNTR Right Ventricle Right_Ventricle HEART
E065 84 Heart VAS.AOR Aorta Aorta VASCULAR
E085 90 Digestive GLS.INT.FET Fetal Intestine Small Fetal_Intestine_Small GI_INTESTINE
E084 91 Digestive GLL.INT.FET Fetal Intestine Large Fetal_Intestine_Large GI_INTESTINE
E109 92 Digestive GLS.INT Small Intestine Small_Intestine GI_INTESTINE
E106 93 Digestive GI.CLN.SIG Sigmoid Colon Sigmoid_Colon GI_COLON
EO079 99 Digestive GLESO Esophagus Esophagus GI_ESOPHAGUS
E094 100 Digestive GL.STMC.GAST Gastric Gastric GI_STOMACH
E097 104 Other OVRY Ovary Ovary OVARY
E087 105 Other PANC.ISLT Pancreatic Islets Pancreatic_lslets PANCREAS
E066 108 Other LIVADLT Liver Adult_Liver LIVER
Has very weak E0S8Y 109 Other PANC Pancreas Pancreas PANCREAS
E096 110 Other LNG Lung Lung LUNG
Has very weak E118Y 111 Other SPLN Spleen Spleen SPLEEN
E114 112 ENCODE2012 LNG.A549.ETOH002.CNCR A549 EtOH 0.02pct Lung Carcinoma Cell Line A549_EtOH_0.02pct_Lung_Carcinoma LUNG
E116 114 ENCODE2012 BLD.GM12878 GM12878 Lymphoblastoid Cells GM12878_Lymphoblastoid BLOOD -
E117 115 ENCODE2012 CRVX.HELAS3.CNCR HeLa-S3 Cervical Carcinoma Cell Line HeLa-S3_Cervical_Carcinoma CERVIX
E118 116 ENCODE2012 LIVHEPG2.CNCR HepG2 Hepatocellular Carcinoma Cell Line HepG2_Hepatocellular_Carcinoma LIVER
E119 117 ENCODE2012 BRST.HMEC HMEC Mammary Epithelial Primary Cells HMEC_Mammary_Epithelial BREAST
E120 118 ENCODE2012 MUS.HSMM HSMM Skeletal Muscle Myoblasts Cells HSMM_Skeletal_Muscle_Myoblasts MUSCLE
E122 120 ENCODE2012 VAS.HUVEC HUVEC Umbilical Vein Endothelial Primary Cells HUVEC_Umbilical_Vein_Endothelial_Cells VASCULAR
E123 121 ENCODE2012 BLD.K562.CNCR K562 Leukemia Cells K562_Leukemia BLOOD Myeloid
E127 125 ENCODE2012 SKIN.NHEK NHEK-Epidermal Keratinocyte Primary Cells NHEK-Epidermal_Keratinocytes SKIN
E128 126 ENCODE2012 LNG.NHLF NHLF Lung Fibroblast Primary Cells NHLF_Lung_Fibroblasts LUNG




1S

and GM 12878

ilar to K562 as is the myeloid progenitor
Roadmap Tissues, especially

108

Spearman correlation of TF expression between K562 and other

the myeloid progenitor cell. GM12878
tely as s

0.749

igin

approxima

of or
cell.

The healthy cell-type most relevantly similar to K562 is its cell

0.4

0.9
0.8
0.7
0.6
0.5
0.3
0.2
0.1

9|ppI sndwedoddiy uleag

9|ewa4 ulelg |eio4

sealoued

$19|S| 213easoued

wnLy 1ysiy

X11JB|A |eUIWIRD ulesg

sndeydos3

B0y

J3NIT JINpY

sum

IPIIIUBA 13

S211JUBA Y31y

||lewS aullsaju| |e1a4

"AIRQ XaM0) S||9) paJnyn) asaydsoinan
981e7 aunsaju| |eye

3 21uolj8uen s||@) paJlnyin) alaydsoinap
uojo) plows3is

Aleno

"3 Aewld Jeajpnuouoly poo|g |esaydiiad
2uIIsalu| |jews

9[2SN|Al SeO0Sd

S|I9D |elyudaoAy Isealg

DINHA 1sealg

uaa|ds

J1435eD

“S|190 Asewild 21Ad0ue|3|A] UDISRI04 SIUdd
s||3) Asewid aAleN 8QD

snwAy |

S||9) Asewd aAleN QD

s|12) Atewng Asowsin Q)

“S|190 AJewiid @1A00ue|a|A UDjSaI04 SIudd
T paimyn) isejqoydol) panuaqg vdINgG TH
“S|190 AJewiid @1Ad0uijelad) upjsalo4 Siuadd
“STS|19) AJewiid 1se|qoaqi4 upsaloq siuad
S|190) wWalS |eWAYIUISI paALRg TH

S S|120 AJewild 1se|qoiql4 upjsalo4 Siudd
Jeysy

W SH

J3IANH

"'2Jn|N) Wispopu3 +¢8TAD PaAMRQd JS3Y
4THN

24n3|n) Jojuadold |euosnapN paAlLRq TH
auIT |12 TH

T paINyN)TWapolI3 +950) PAAIRQ IS3Y
"painyn) WILpOSIA +950D PaAlled JS3Y
J3H

“S|190 AJewiid @1Ad0uijeld) upjsalo4 Siudd
¢{9d3H

A3IHN

"2JN}IND WJISPOPUISI pPaARAd ¥dNE TH
auIT 1) ¥9S3NH

8L8CTNS

6VSV

Slewa4 s||) Aewld veQD paziIqoN
92U3J3J3Y UBWNH |eSIaAIUN

V13H

WM



The Roadmap cell-type with the closest TF
expression to G12878 is K562 — even closer than

other cells in G12878’s lineage. (with the caveat that the
cell of origin of G12878 —B-cells- was not included in Roadmap)

Spearman correlation of TF expression between G12878 and other
Roadmap Tissues, especially K562 cells and

0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1

WM

- cC - e — J Q Q O @ v X W

ocyt.. I
ast...

| w VM WV Oy ¥ v 3 € £ w U > 0N S © @ O ) @
—_ = = = << w 2 c oo o - w L) o c© ~ M O = w w w cC ¥ o o 8 c % O —-— = O ¥ - 3>
- T = 0 NS n o= o W - © p-_ - + o 5 L S .= © = = Y S5 @pp 5 © o ©
EIU|U|°|<§§~83%§§*=3§8"|'+'§||§§+"’|Dc'—"8g,gé’r’C”D‘%ﬁgm—:gﬁgn'::n'g‘ﬁgcg;E
e —' o — O i prar O Q
= > T 2 s &Y BT T 23R $FTSIT S EL S B2 HOECT J e 26588 J28F2 58
Q’I €E E E o rCU >‘| q>) -:rl s O 0O ¢ © Q 1—l| | 2| < g 3 > ¥| 8 I — ‘3 ‘a §| = -o-ll ul S o £ ¥ 'nco 8_ ©
0 a o o 8 € c T 0 2 4 Y= v 1 T £ ¢ ® S o c » £ e Y v ¢ Y3 § Y & E x € -
o LT = 5 2 o £ € o ©v & & 9 < < & o g & X = = £ T o - 2 o € =
O v a8} ) o % > o ¢ v F4 T d ' | ) 4+ v - 7 R e o © W i —
' c S 2 | T w 1 2 T £ 2 9 2 Y o b w o I l & ®© g o O S ©
@ = L. ™ O o 2 8 ’Qh) p= w LE O 2 % o 8 S S o o o Cl < L
— =z = Q v L S - I O I o | Y - > — [ Q QO Y n n o 2 L
o) = T ® a S L. 23 O H U @ Q = 2 o | L = U = 5 |
O | O O = = c I 'O A o ) o £ | c ) c c
s s O O o £ v - Y — B v - a - T @ a o @ @ =
) a =2 o I I c o £ (W T o a £ = ©
O [aa]



o
'

PC2 (10.9% explained var.)

N Ventricle

o
Pancreas
~~ Penis_Foreskin_Melanocyte_Primary_(

d Ventricle /

.Lung

.Penis_Foreskin_FibrobIast_Primary_

[ o .Penis_Foreskin_Keratinocyte_Prir
/ HUVEC "

o/ |
Ffenis_Foreskin_Melanq'cyie_Primary_Cells_skinOS

creatic_lslets |

< *- BLOOD
Psoas_Muscle

*- BRAIN
~®- BREAST

~#- CERVIX

AN | : - ESC
|

. | eohin_Bomnkin RRORAT BB Gl SKiN01  ~+ ESC_DERVED

~&- GI_COLON
~F

.Spleen

hymus ) | | [ o~ GI_ESOPHAGUS
Breast_My. pithelial_?ells [ o \ ~o- G| INTESTINE
K | /' HMEC - GI_STOMACH
o e~ HEART
-~ LIVER

~#- LUNG

K RS lel a1 ¢ ﬂf&%ﬁk - MUSCLE

o ) ° /
Fetal_Brain_Fpifigie2 \Ne rosphere CURUEH_Cells_Cortex_Derived
Brain_Germinal _Matrix a
< Breas{ VHMEC\
AN Neurosphere .Cul
N\ \\ /
N N7

- ¢\
G hESC_Derived_CD56
b |

& OVARY
- PANCREAS
~#- SKIN

_Mesoderm_Cultured_Cells

~#- SPLEEN
*= THYMUS
~#= VASCULAR

Dénved Mesendoderm

Mobil Pri is_Femal
obilized_CD34_Primary_Cells_Female erm_Cultured_Cells

.CD4_Memory_Primary_Cells

T , CD8 Naive_Primary_Cells - .
CD4_Naive_Primary_Cells HELA
T~ K562

Lymphoid

————————————GM12878

100 0
PC1 (12.7% explained var.)



Scree Plot

ANV

0L0

_
800

Aynqeue jo uoipodoid

900

v00

10

PC

DL



