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Overview of PCAWG SNV dataset (initial release)

Overall 2834 Donors contributed 2961 tumor samples across multiple cancer 
types. Multiple samples contributed by few donors.

47 donors were black listed leading to overall 2913 tumor samples in the current 
release.

Initial release based on consensus strategy of “2+4” and were applied on OxoG-
filtered SNVs.

Samples are classified based on histopathology subtypes rather than project 
code.
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Filtering of potential false positive SNV calls

Filter1: remove SNVs marked as present in the 1000 genome/DBSNPs/Low support

Filter2 : Apply the 1000 Genome Mask (only accounting for SNVs present in highly mapable 
region of the genome)

Filter3: Applied Heng Li’s Mask of ignoring low complexity region of the genome (approx. 2% of 
the genome) 4
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