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de novo pLoFs in female autism patients (n=16) 

de novo LoFs in autism patients (n=53) 

ALoFT dominant disease-causing score

1 - ALoFT benign score
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de novo pLoFs in siblings (n=19) 

de novo pLoFs in male autism patients (n=35) 

Annoated as dominant Annoated as recessive
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de novo pLoFs in autism patients (n=51) (male & female) 
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