Naive mechanism for the effects
of many TSG-associated SNVs
Loss-of-Function Affects
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Naive mechanism for the effects of
many oncogene-associated SNVs
Gain-of-Function Affects




V = Missense mutation
A = Truncating mutation
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# SNVs Overlapping Burried Regions

“Redundant” model: Counting
the # of SNVs that intersect buried regions

TSGs Oncogenes
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“Non-Redundant” model: Counting
the # of buried residues that intersect cancer-associated SNVs
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Asymmetric Unit vs. Biological Assembly
Ex PDB: 3GFT

Asymmetric Bio Assembly




“Redundant” model: Counting - Biological Assembly Files
the # of SNVs that intersect buried regions
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“Non-Redundant” model: Counting — Biological Assembly Files
the # of buried residues that intersect cancer-associated SNVs
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