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Analysis and Annotation Mapping

Technology Development Production

Informatics stk
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GSC Group
Designations

Added Value Activities Pipeline Activities

Analysis and Annotation Mapping
Technology Development Production

Informatics Prefinishing

Assembly Finishing

Outreach




GSC Relationships

Added Value Activities Pipeline Activities

Outreach

GSC Units of
Measurement

Cost per Sequence Read Cost per base pair
Mapping Analysis and Annotation
Production Prefinishing
Finishing
Others

Informatics Technology Development

Assembly Outreach




Reagents and salaries are charged directly to each
group at the GSC when they are ordered or hired.

Cost per Sequence Read Cost per base pair
Mapping Analysis and Annotation
Production Prefinishing
Finishing
Others

Informatics Technology Development

Assembly Outreach

The percent of effort from each support group is
divided among the groups receiving their services.

Cost per Sequence Read Cost per base pair
Analysis and Annotation
Prefinishing
Finishing

Others

Informatics Technology Development

Assembly Outreach




Total amount spent for each activity is divided by the
unit of measurement, reads or bases.

Cost per Sequence Read Cost per base pair
Analysis and Annotation

Prefinishing
Production + 90% TechD + 40% informatics
Number of production reads Flnlshmg

Others

Informatics Technology Development

Assembly Outreach

GSC Production Cost per Read

2004 2005 Category

45% 36% Amortized Equipment
20% 21% Indirect cost

10% 12% Labor

2% 7% Service Contracts

23% 249 Supplies




GSC Production Cost per Read, Cost per Production
Base Pair, and Amortized Equipment

Assume 1 sequencer and $1,000 amortized equipment per machine:

13 runs/day @ 770 base pairs = 1,248 reads/day = 960,960 bases/day
$0.80 AE cost/read or $1.04 AE cost/kb

18 runs/day @ 680 base pairs = 1,728 reads/day = 1,175,040 bases/day
$0.57 AE cost/read or $0.85 AE cost/kb

24 runs/day @ 580 base pairs = 2,304 reads/day = 1,336,320 bases/day
$0.43 AE cost/read or $0.74 AE cost/kb

NHGRI Quarterly Progress Report for Production




NHGRI Quarterly Progress Report for Finishing
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Production Information Captured in the NHGRI Progress Report

) Month 1
1A. Sequence Production: Cumulative total asof October 31, 2004 (November 2004)

Whole Genome sm. ins. plasmid1 p‘lgsi:% fosmid BACend | sm. ins. plasmidi fosmid BAC end

Ig. ins.
plasmidt

# of reads attempted 7,756,592 215,424
# of successful reads2 6,895,806 99,126
88.9% 46.0%
Average read length4 669.5 532.2
4,616,742,117 . . 52,754,857 10,755,511
:#egz’(s:\gnes with two successful end 3,177,884 36,391 7,089

Total # of clones attempted? 4,020,880 107,701 16,224
Paired end rate13 92% 73% 72%

o Month 1
3. Data deposit: Cumulative total as of October 31, 2004 (November 2004)

a. Traces

Total # of depositions in the NCBI
trace repository or made otherwise 6,945,983
publicly available

b. Finished

Total phase_2 sequence bp
deposited in GenBank

Total finished bp deposited in
GenBank

Non-redundant finishedbp deposited
in GenBank




Production and Finishing Statistics are used to calculate costs
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The report also captures other activity costs. These costs
are used to determine what percentage of the budget is
used to support non-sequence related activities

Progress Report for Large-Scale Sequencing Grants: Other Activity Costs
Name of Center:
[TOTAL COSTS: Al funds used for all large-scale sequencing activities for the three-month period covered by this report (same as Grand Total $17.300829
[Three Month Costs "Production Costs - all orgs spreadsheet)

Al costs listed below are those not attributed to sequence production (shotgun and finishing) described on the previous worksheet.

TEGHNOLOGY DEVELOPMENT COSTS (incudes ol costs spent on adapiauon of  BIOINFORMATICS DEVELOPMENT COSTS (includes all costs related to the

veloped elsewhere; cols, development of improved bioinformatics methods, .g. assembly algorithms, annotation
o exthga e coms apent on methacs improverment aimed o mcreaslr\g software and development of production software; excluded are costs associated with
throughput, quality, and or de "routine” assembly

Technology Development Cost Totals X Bioinformatics Development Cost Totals

% of Total Costs % of Total Costs

OTHER COSTS (include all other costs for which NHGRI funds are used which are not
accounted for in the activities listed on this sheet or elsewhere (e.g. community
coordination costs and outreach costs); this does not include funds for the Minority
Action

MAPPING COSTS (includes all costs related to the generation of fingerprint maps)

Mapping Cost Totals 803,739|  |Other Cost Totals

% of Total Costs % of Total Costs

DESCRIPTION OF ACTIVITIES: Please complete the included Word document describing all the activities associated with the four categories on this worksheet whose funding
you have accounted for above. Please describe the activities and their corresponding co




The information provided to NHGRI is used to compare
sequencing centers and monitor costs.

LARGE-SCALE SEQUENCING CENTERS.
PER Q20 KILOBASE COSTS
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The GSC provides:
Production Sequencing
Prefinishing

Finishing

Analysis

to collaborators at the
university and outside
the university
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At any one time the GSC has several
ongoing projects for both NHGRI and
outside collaborators

All of the projects are tracked weekly
to ensure they move quickly through

the pipeline

This is the current list of projects.

The GSC Production Schedule for NHGRI




The schedule of reads are turned into a report with Q20 bases
for NHGRI. Goals are evaluated quarterly.

PROJECTED G20 base pairs PER MONTH (in MILLIONS)

GSC Production

2004 2005

3.1M 7.0M Reads Per Month
770 bp 680 bp Read Length
92% 92% Percent Success

Managers
Coordinators
Technicians




Production Goals

New Sequencing Technologies
Decrease labor and supply costs

Lower amortized equipment costs

Production Projects

Alignment with prefinishing
Mutational Profiling
Increase in special projects
Refine database tools
Loss Prevention/Monitoring

11



GSC Prefinishing

40 MB per month
400 clones per month
Prefinished 12 genome projects
1 manager
1 coordinator
8 technicians

Prefinishing Data

Before Prefinish

After Prefinish

12



Prefinishing Goals

Increase Automation
Complete Oracle Integration
Increased role of freezer core

Tools for whole genome projects

Alignment of sorters with
pathfinders

GSC Finishing

50 MB per month
270 clones per month
Finished 6 whole genome projects
4 managers

1 assistant coordinators
40 finishers

13



Finishing Goals

Integration into Oracle db
Implementation of automation

Organization of finishing groups

Improved draft sequence
Map and sequence integration
Decrease cost of a finished base

14



