
Predicted allosteric (surface | interior)
Buried residues
Protein-protein interaction site
Post-translational modi�cations
HGMD (prem. stop | non-synon)
1000 Genomes (rare | common)
Snyder (prem. stop | non-synon)
na12878 (prem. stop | non-synon)
Zimmer (prem. stop | non-synon)

residue 12 residue 212


