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runDuration_seconds

1le+06 -

1le+05 -

le+04 -

1e+03 -

le+02 -

le+01 -

inputReadCount

1
le+07

1
1le+08



# samples

10

Library size (all mapped reads)

log10(# mapped reads)



Stage

input = 100.0% 100.0%

successfully_clipped -
failed_quality_filter -
failed_homopolymer_filter -
calibrator -
UniVec_contaminants —
rRNA -

reads_used for_alignment -
genome -

MiRNA_sense -
mMiRNA_antisense -
miRNAprecursor_sense -
miRNAprecursor_antisense -
tRNA_sense -

tRNA _antisense -
piRNA_sense -
piRNA_antisense -
gencode_sense -
gencode_antisense -
circularRNA_sense -
circularRNA_antisense -
not_mapped_to_genome_or_libs -
repetitiveElements -
endogenous_gapped -
exogenous_MiRNA -
exogenous_rRNA -

exogenous_genomes -

97.6%
6.2%
0.8%
0.0%
0.8%

15.2%

74.5%

72.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%

17.7%

15.8%
0.0%
0.0%
2.0%
0.2%
0.3%
0.0%
0.0%
0.5%

Sample_000-268 004 R1 all.fq-

97.8%
8.8%
14.5%
0.0%
1.0%
4.5%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.8%
2.6%
0.0%
0.0%
3.0%
1.0%
0.3%
0.0%
0.0%
0.9%

Sample_000-632_012_R1 all.fq -

100.0% 100.0% 100.0% 100.0% 100.0% 100.0%

97.7%
7.1%
2.7%
0.0%
0.1%

10.6%

77.3%

75.9%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%

29.3%

26.4%
0.0%
0.0%
0.6%
0.2%
0.3%
0.0%
0.0%
0.0%

Sample_000-025_001_R1_all.fq -

96.0%
23.4%
0.0%
0.0%
0.0%
3.9%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
29.2%
27.8%
0.0%
0.0%
1.5%
0.1%
0.3%
0.0%
0.0%
0.6%

HSB123.AMY.fq -

100.0% 100.0%
24.2%

0.0%
0.0%
0.0%
4.5%

71.3%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%

29.9%
28.8%

0.0%
0.0%
1.3%
0.1%
0.5%
0.0%
0.0%
0.4%

HSB123.CBC.fq -

23.8%

0.0%
0.0%
0.0%
5.3%

71.0%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%

31.2%
30.6%

0.0%
0.0%
1.4%
0.1%
0.4%
0.0%
0.0%
0.4%

HSB123.MD.fq -

97.8%
5.3%
0.9%
0.0%
1.1%

10.1%

80.3%

75.9%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%

30.2%

27.3%
0.0%
0.0%
3.4%
0.2%
0.6%
0.0%
0.0%
0.5%

Sample_000-465PF 006 R1 all.fq-

97.7%
6.1%
5.1%
0.0%
0.2%

12.9%

73.6%

71.4%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%

28.2%

27.5%
0.0%
0.0%
1.5%
0.3%
0.7%
0.0%
0.0%
0.3%

Sample_000-554 009 _R1 all.fq -

100.0% 100.0% 100.0%

95.6%
4.1%
0.0%
0.0%
0.0%

19.9%

71.6%

70.4%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
4.4%

0.0%
0.0%
0.5%
0.1%
0.4%
0.0%
0.0%
0.0%

SRR577579 1 -

97.8%
5.8%
2.5%
0.0%
0.1%
9.1%

80.3%

78.3%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%

0.0%
0.0%
0.8%
0.2%
0.6%
0.0%
0.0%
0.0%

Sample_000-484_007_R1_all.fq -

97.8%
7.1%
2.3%
0.0%
0.0%

10.0%

78.3%

76.5%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%

0.0%
0.0%
0.7%
0.2%
0.4%
0.0%
0.0%
0.1%

Sample_000-297_002_R1_all.fq-

fraction aligned reads (normalised by # input reads)

100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0%

97.6%
7.4%
3.4%
0.0%
0.1%

10.5%

76.2%

74.5%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%

0.0%
0.0%
0.8%
0.2%
0.4%
0.0%
0.0%
0.1%

Sample_000-330_005_ R1 all.fq-

100.0%
5.1%
0.1%
0.0%
0.0%

28.2%

13.6%
4.6%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.7%
0.1%
0.0%
0.0%
9.0%
2.4%
4.3%
0.0%
0.0%
0.1%

Sample_BkSQ-117_001_R1 all.fq-

94.2%
6.8%
0.8%
0.0%
0.0%

27.7%
11.5%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.5%
0.3%
0.0%
0.0%
16.1%
5.2%
8.2%
0.0%
0.2%
0.4%

Sample_BkSQ-139 003 R1 all.fq

94.5%

5.9%
0.5%
0.0%
0.2%

9.3%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.0%
0.4%
0.0%
0.0%

4.0%
7.5%
0.0%
0.5%
1.3%

Sample_BkSQ-49 004_R1 all.fq -

95.6%

3.7%
0.5%
0.0%
0.0%

71.3%
14.3%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
1.2%
0.3%
0.0%
0.0%

3.4%
4.4%
0.0%
2.8%
3.9%

Sample_BkSQ-157_004 R1_all.fq -

100.0%

2.1%
0.0%
0.0%
0.0%
8.7%
89.2%
27.6%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
4.0%
0.2%
0.0%
0.0%

6.6%
17.8%
0.0%
2.8%
6.1%

Sample_BkSQ-3 005 R1 all.fq-
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96.2%
2.4%
0.1%
0.0%
0.0%

13.4%

80.2%

24.2%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
3.8%
0.3%
0.0%
0.0%

11.6%
14.3%
0.0%
2.7%
3.9%

Sample_BkSQ-5 007_R1 all.fq -

96.0%
1.9%
0.1%
0.0%
0.0%

13.6%

80.4%

23.8%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
4.9%
0.3%
0.0%
0.0%

5.5%

17.0%

0.0%
1.8%
6.1%

Sample_BkSQ-6_012 R1 all.fq -

22.1%

23.9%

84.9%

4.1%
0.6%
0.0%
0.7%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
5.9%
0.7%
0.0%
0.0%

6.9%
19.0%
0.0%
0.2%
1.5%

Sample_BkSQ-105 008 R1 all.fq-

84.2%

96.1%

2.5%
0.1%
0.0%
0.0%
9.3%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
5.1%
0.4%
0.0%
0.0%

13.1%
21.6%
0.0%
0.5%
1.3%

Sample_BkSQ-4_006_R1 all.fq-

87.5%

96.0%

2.4%
0.1%
0.0%
0.0%
5.9%

0.0%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
7.5%
0.5%
0.0%
0.0%

12.0%
30.2%
0.0%
0.2%
2.1%

Sample_BkSQ-154 012 R1 all.fq-

100.0%

2.6%
0.0%
0.0%
0.0%
12.5%
84.8%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
6.2%
0.3%
0.0%
0.0%

11.1%
28.4%
0.0%
0.6%
1.0%

Sample_BkSQ-153 007_R1_all.fq-

84.1%

98.6%
2.3%
0.1%
0.0%
0.2%

11.8%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
7.8%
0.4%
0.0%
0.0%

13.3%
28.8%
0.0%
0.1%
0.9%

Sample_BkSQ-2 004 R1 all.fq

95.2%

5.4%
1.2%
0.0%

0.0%

13.8%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.3%
0.4%
0.0%
0.0%

9.0%
6.8%
0.0%
0.7%
1.3%

Sample_BkSQ-26 002 _R1 all.fq-

83.9%

4.9%
0.8%
0.0%
0.8%

14.7%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.8%
0.7%
0.0%
0.0%

8.8%
8.1%
0.0%
0.3%
1.9%

Sample_BkSQ-70_006_R1_all.fq -

89.5%
4.2%
0.6%
0.0%
0.5%

20.7%

21.5%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.5%
0.5%
0.0%
0.0%

9.2%
7.7%
0.0%
1.9%
4.0%

Sample_BkSQ-89 007 _R1 all.fq

96.2%
2.4%
0.1%
0.0%
0.0%

26.1%

21.2%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
4.1%
0.2%
0.0%
0.0%

5.8%

15.9%

0.0%
1.4%
4.1%

Sample_BkSQ-9 005_R1 all.fq -

17.0%

95.9%

5.4%
0.7%
0.0%
0.0%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.4%
0.3%
0.0%
0.0%

10.5%
8.4%
0.0%
3.0%
2.5%

Sample_BkSQ-10 001_R1 all.fq-

16.1%

95.1%

7.0%
0.7%
0.0%
0.0%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.8%
0.5%
0.0%
0.0%

6.7%
10.7%
0.0%
1.0%
2.1%

Sample_BkSQ-124 002_R1_all.fq-

96.0%

5.1%
0.8%
0.0%
0.0%

13.7%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.1%
0.3%
0.0%
0.0%

6.0%
6.9%
0.0%
3.0%
3.7%

Sample_BkSQ-29 003_R1_ all.fq -

95.2%

6.8%
1.1%
0.0%
0.0%

14.1%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.3%
0.3%
0.0%
0.0%

5.8%
7.3%
0.0%
3.7%
3.6%

Sample_BkSQ-65 005 R1 all.fq-

ReadFraction
1.00

0.75
0.50
0.25
0.00



Stage

successfully clipped - 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0%

failed_quality_filter =
failed_homopolymer_filter -
calibrator -
UniVec_contaminants -
rRNA -
reads_used_for_alignment -
genome -

mMiRNA_sense -
mMiRNA_antisense -
miRNAprecursor_sense -
miRNAprecursor_antisense -
tRNA_sense -
tRNA_antisense -
pPiIRNA_sense -
piRNA_antisense -
gencode_sense -
gencode_antisense -
circularRNA_sense -
circularRNA_antisense -
not_mapped_to_genome_or_libs -
repetitiveElements -
endogenous_gapped -
exogenous_miRNA -
exogenous_rRNA -

exogenous_genomes -

6.4%
0.9%
0.0%
0.8%
15.6%
76.3%
73.8%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
18.1%
16.2%
0.0%
0.0%
2.0%
0.2%
0.3%
0.0%
0.0%
0.5%

Sample_000-268 004 R1 all.fq-

9.0%

14.9%

0.0%
1.0%

4.6%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.8%
2.7%
0.0%
0.0%
3.1%
1.0%
0.3%
0.0%
0.0%
0.9%

Sample_000-632_012_R1 all.fq -

7.3%
2.7%
0.0%
0.1%

10.8%
79.1%
77.7%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%

0.0%

0.0%
0.0%
0.6%
0.2%
0.3%
0.0%
0.0%
0.0%

Sample_000-025_001_R1_all.fq -

24.3%

0.0%
0.0%
0.0%

4.1%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%

0.0%

0.0%
1.6%
0.1%
0.3%
0.0%
0.0%
0.6%

HSB123.AMY.fq -

24.2%

0.0%
0.0%
0.0%
4.5%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%

0.0%
0.0%
1.3%
0.1%
0.5%
0.0%
0.0%
0.4%

HSB123.CBC.fq -

23.8%

0.0%
0.0%
0.0%
5.3%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%

0.0%
0.0%
1.4%
0.1%
0.4%
0.0%
0.0%
0.4%

HSB123.MD.fq -

5.4%
0.9%
0.0%
1.2%
10.3%
82.1%

6.2%
5.2%
0.0%
0.2%
13.2%
75.3%

4.3%
0.0%
0.0%
0.0%
20.8%
74.9%

5.9%
2.6%
0.0%
0.1%
9.3%
82.0%

77.6% - 73.7% 80.0%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%

27.9%
0.0%
0.0%
3.5%
0.2%
0.6%
0.0%
0.0%
0.5%

Sample_000-465PF 006 R1 all.fq-

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
28.9%
28.2%
0.0%
0.0%
1.5%
0.3%
0.7%
0.0%
0.0%
0.3%

-~ 009_R1_all.fq -

000-554_009

Sample

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
4.6%

0.0%

0.0%
0.5%
0.1%
0.4%
0.0%
0.0%
0.0%

SRR577579 1 -

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%

0.0%

0.0%
0.0%
0.8%
0.2%
0.6%
0.0%
0.0%
0.0%

-~ 007_R1_all.fq -

000-484_007

Sample

fraction aligned reads (normalised by # adapter—clipped reads)

7.3%
2.4%
0.0%
0.0%
10.3%
80.1%
78.2%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%

0.0%
0.0%
0.7%
0.2%
0.4%
0.0%
0.0%
0.1%

Sample_000-297_002_R1 all.fq-

7.6%
3.5%
0.0%
0.1%
10.7%
78.1%
76.3%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%

0.0%
0.0%
0.8%
0.2%
0.4%
0.0%
0.0%
0.1%

Sample_000-330_005_ R1 all.fq-

5.1%
0.1%
0.0%
0.0%
81.2%
13.6%
4.6%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.7%
0.1%
0.0%
0.0%
9.0%
2.4%
4.3%
0.0%
0.0%
0.1%

Sample_BkSQ-117_001_R1_all.fq -

7.2%
0.9%
0.0%
0.0%

12.2%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.6%
0.4%
0.0%
0.0%

17.1%
5.6%
8.7%
0.0%
0.2%
0.4%

Sample_BkSQ-139 003 R1 all.fq-

6.2%
0.5%
0.0%
0.2%

9.9%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.1%
0.4%
0.0%
0.0%

4.2%
8.0%
0.0%
0.5%
1.3%

Sample_BkSQ-49 004_R1 all.fq -

3.8%
0.5%
0.0%
0.0%
21.1%
74.5%
14.9%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
1.3%
0.3%
0.0%
0.0%

3.5%
4.6%
0.0%
2.9%

4.1%

Sample_BkSQ-157_004 R1_all.fq -

2.1%
0.0%
0.0%
0.0%
8.7%

89.2%
27.6%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
4.0%
0.2%
0.0%
0.0%

6.6%
17.8%
0.0%
2.8%
6.1%

Sample_BkSQ-3 005 R1 all.fq-

w
Q
3
=i
®

2.5%
0.1%
0.0%
0.0%
14.0%
83.4%
25.2%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
4.0%
0.3%
0.0%
0.0%

12.1%

148% 17.7% 22.3% 22.5% - 28.4% -

0.0%
2.8%

4.1%

Sample_BkSQ-5 007_R1 all.fq -

2.0%
0.1%
0.0%
0.0%
14.2%
83.7%
24.7%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
5.1%
0.3%
0.0%
0.0%

5.8%

0.0%

1.8%
6.3%

Sample_BkSQ-6_012 R1 all.fq -

4.8%
0.7%
0.0%
0.9%

26.1%

28.1%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
7.0%
0.8%
0.0%
0.0%

8.1%

0.0%

0.3%
1.8%

Sample_BkSQ-105 008 R1 all.fq-

87.6%

2.6%
0.1%
0.0%
0.0%
9.6%

0.0%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
5.3%
0.4%
0.0%
0.0%

13.6%

0.0%

0.5%
1.3%

~R1 all.fq-

~4_ 006

Sample_BkSQ

91.1%

2.5%
0.1%
0.0%
0.0%
6.2%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
7.8%
0.5%
0.0%
0.0%

12.5%

0.0%

0.2%

2.2%

_R1 all.fq-

-154 012

Sample_BkSQ

12.5%
84.8%

2.6%
0.0%
0.0%
0.0%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
6.2%
0.3%
0.0%
0.0%

11.1%

0.0%

0.6%
1.0%

Sample_BkSQ-153 007_R1_all.fq-

12.0%
85.3%

2.4%
0.1%
0.0%
0.2%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
7.9%
0.4%
0.0%
0.0%

13.5%

0.0%

0.1%
0.9%

Sample_BkSQ-2 004 R1 all.fq

5.7%
1.2%

0.0%

0.0%

14.5%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.4%
0.4%
0.0%
0.0%

9.5%
7.2%
0.0%
0.7%

1.4%

Sample_BkSQ-26_002_R1_all.fq -

17.5%

5.9%
1.0%
0.0%
0.9%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
3.3%
0.8%
0.0%
0.0%

10.5%
9.7%
0.0%
0.4%
2.3%

Sample_BkSQ-70_006_R1_all.fq -

23.1%

24.0%

4.7%
0.6%
0.0%
0.6%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.8%
0.6%
0.0%
0.0%

10.3%
8.6%
0.0%
2.2%
4.5%

Sample_BkSQ-89 007 _R1 all.fq

27.2%

22.0%

2.5%
0.1%
0.0%
0.0%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
4.3%
0.3%
0.0%
0.0%

6.1%
16.5%
0.0%
1.4%
4.3%

Sample_BkSQ-9 005_R1 all.fq -

17.7%

5.6%
0.8%
0.0%
0.0%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.5%
0.3%
0.0%
0.0%

10.9%
8.7%
0.0%
3.2%
2.6%

Sample_BkSQ-10 001_R1 all.fq-

16.9%

7.4%
0.8%
0.0%
0.0%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.9%
0.5%
0.0%
0.0%

7.0%
11.2%
0.0%
1.1%

2.2%

" R1 all.fq-

-124_002

Sample_BkSQ

5.3%
0.8%
0.0%
0.0%

14.3%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.2%
0.3%
0.0%
0.0%

6.2%
7.2%
0.0%
3.1%
3.8%

Sample_BkSQ-29 003_R1_ all.fq -

7.1%
1.1%
0.0%
0.0%

14.8%

0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
0.0%
2.4%
0.3%
0.0%
0.0%

6.1%
7.6%
0.0%
3.9%
3.7%

Sample_BkSQ-65 005 R1 all.fq-

ReadFraction
1.00

0.75
0.50
0.25
0.00



Stage

reads _used_for_alignment- 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0%

0.0%

MiRNA_sense -
MiRNA_antisense -
miRNAprecursor_sense -
miRNAprecursor_antisense -
tRNA_sense -
tRNA_antisense -
piRNA_sense -

piRNA_antisense -

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

gencode_sense - [ 23.7%

gencode_antisense - | 21.2%

circularRNA_sense -
circularRNA_antisense -
not_mapped_to_genome_or_libs -
repetitiveElements -
endogenous_gapped -
exogenous_miRNA -
exogenous_rRNA -

exogenous_genomes -

0.0%

0.0%

2.7%

0.3%

0.4%

0.0%

0.0%

0.7%

Sample_000-268 004 R1 all.fq-

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

4.0%

3.8%

0.0%

0.0%

4.4%

1.4%

0.5%

0.0%

0.0%

1.3%

Sample_000-632_012_R1 all.fq -

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.8%

0.3%

0.4%

0.0%

0.0%

0.0%

Sample_000-025_001_R1_all.fq -

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

2.2%

0.1%

0.5%

0.0%

0.0%

0.9%

HSB123.AMY.fq -

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

1.8%

0.1%

0.7%

0.0%

0.0%

0.6%

HSB123.CBC.fq -

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

1.9%

0.1%

0.6%

0.0%

0.0%

0.6%

HSB123.MD.fq -

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

4.3%

0.3%

0.7%

0.0%

0.0%

0.7%

Sample_000-465PF 006 R1 all.fq-

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

2.0%

0.4%

0.9%

0.0%

0.0%

0.4%

-~ 009_R1_all.fq -

000-554_009

Sample

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

6.1%

0.0%

0.0%

0.7%

0.1%

0.5%

0.0%

0.0%

0.0%

SRR577579 1 -

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

1.0%

0.2%

0.7%

0.0%

0.0%

0.0%

-~ 007_R1_all.fq -

000-484_007

Sample

fraction aligned reads (normalised by # non—contaminant reads)

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.9%

0.2%

0.5%

0.0%

0.0%

0.1%

Sample_000-297 002 _R1 all.fq-

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

1.1%

0.3%

0.5%

0.0%

0.0%

0.1%

Sample_000-330_005_R1_all.fq -

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

5.0%

0.4%

0.0%

0.0%

17.8%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

9.0%

1.2%

0.0%

0.0%

18.9%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

6.9%

1.2%

0.0%

0.0%

14.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

1.7%

0.4%

0.0%

0.0%

4.8%

_ 6.2%

0.0%

0.2%

0.4%

Sample_BkSQ-117_001_R1_all.fq -

0.0%

0.6%

1.4%

Sample_BkSQ-139 003 R1 all.fq-

0.0%

1.8%

4.5%

Sample_BkSQ-49 004_R1 all.fq -

0.0%

4.0%

5.4%

Sample_BkSQ-157_004 R1_all.fq -

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

4.5%

0.2%

0.0%

0.0%

7.4%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

4.7%

0.4%

0.0%

0.0%

14.5%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

6.1%

0.4%

0.0%

0.0%

6.9%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

10.3%

1.2%

0.0%

0.0%

12.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

6.0%

0.4%

0.0%

0.0%

15.5%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

8.6%

0.6%

0.0%

0.0%

13.7%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

7.3%

0.4%

0.0%

0.0%

13.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

9.2%

0.5%

0.0%

0.0%

15.8%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

5.3%

0.9%

0.0%

0.0%

21.1%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

6.7%

1.7%

0.0%

0.0%

20.9%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

3.9%

0.8%

0.0%

0.0%

14.5%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

6.1%

0.4%

0.0%

0.0%

8.6%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

4.1%

0.5%

0.0%

0.0%

18.2%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

5.3%

0.9%

0.0%

0.0%

12.9%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

3.9%

0.5%

0.0%

0.0%

11.1%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

0.0%

4.7%

0.6%

0.0%

0.0%

12.0%

20.0% 17.8% 21.1%- 25.7%_ 15.9% 19.3% 12.2% 23.5% 145% 20.6% 12.8% 15.0%

0.0%

3.1%

6.9%

Sample_BkSQ-3 005 R1 all.fq-

w
Q
3
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®

0.0%

3.3%

4.9%

Sample_BkSQ-5 007_R1 all.fq -

0.0%

2.2%

7.6%

Sample_BkSQ-6_012 R1 all.fq -

0.0%

0.4%

2.6%

Sample_BkSQ-105 008 R1 all.fq-

0.0%

0.6%

1.5%

~R1 all.fq-

-4_006

Sample_BkSQ

0.0%

0.2%

2.5%

_R1 all.fq-

-154 012

Sample_BkSQ

0.0%

0.7%

1.2%

Sample_BkSQ-153 007_R1_all.fq-

0.0%

0.1%

1.1%

Sample_BkSQ-2 004 R1 all.fq-

0.0%

1.6%

3.1%

Sample_BkSQ-26_002_R1_all.fq -

0.0%

0.8%

4.6%

Sample_BkSQ-70_006_R1_all.fq -

0.0%

3.0%

6.3%

Sample_BkSQ-89 007 R1 all.fq-

0.0%

2.1%

6.1%

Sample_BkSQ-9 005_R1 all.fq -

0.0%

5.3%

4.3%

Sample_BkSQ-10 001_R1 all.fq-

0.0%

2.0%

4.1%

" R1 all.fq-

~124 002

Sample_BkSQ

0.0%

5.5%

6.9%

Sample_BkSQ-29 003_R1_ all.fq -

0.0%

7.6%

7.3%

Sample_BkSQ-65_005_R1_all.fq -

ReadFraction
1.00

0.75
0.50
0.25
0.00



biotype

protein_coding -
exogenous_genomes -
retained_intron -
exogenous_rRNA -
processed_transcript -
lincRNA -
nonsense_mediated_decay -
processed_pseudogene -
antisense -
unprocessed_pseudogene -
misc_RNA -

TEC -

known_ncrna -
transcribed_unprocessed_pseudogene -
transcribed_processed_pseudogene -
sense_intronic -
sense_overlapping -
non_coding -

PiRNA -

non_stop_decay -

SNRNA -

SNORNA -

unitary pseudogene -
3prime_overlapping_ncrna -
mMiRNA -

pseudogene -

circularRNA -

tRNA -
polymorphic_pseudogene -
IG_C_gene -

TR_V_gene -

TR_C_gene -

IG_V_gene -
IG_V_pseudogene -
exogenous_miRNA -
TR_V_pseudogene -
Mt_tRNA -
IG_C_pseudogene -
TR_J_gene -

IG_J gene -
TR_J_pseudogene -
translated_unprocessed_pseudogene -
translated_processed_pseudogene -
transcribed_unitary pseudogene -
rRNA -

Mt_rRNA -

MI10019285 -

MI0017434 -

MI0003564 -

IG_J pseudogene -
IG_D_gene-
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