
A B
Fr

ac
t. 

St
ru

ct
ur

es
0.

0 
   

   
   

   
   

   
   

   
   

   
   

   
   

   
   

   
   

   
   

   
   

   
  0

.5

0.
00

   
   

   
   

   
   

   
   

   
   

   
   

   
   

   
   

   
   

0.
25

1000 Genomes ExAC
Su

rf
ac

e
Fr

ac
t. 

St
ru

ct
ur

es
0.

0 
   

   
   

   
   

   
   

   
   

 0
.3

   
   

   
   

   
   

   
   

   
  0

.6

0.
0 

   
   

   
   

   
   

   
   

   
   

0.
2 

   
   

   
   

   
   

   
   

   
   

0.
4 

 

Cases in which the fraction of rare 
SNVs is greater in critical residues 

Cases in which the fraction of rare
SNVs is lower in critical residues 

Rarity Thresh. (%)
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