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Phosphofructokinase0(3p3)0 G6P7Deaminase0(1cd5)0 Adenylate0Kinase0(4ake)0 cAMP7Dependent00Kinase0(1j3h)0

Trp0Synthase0(1bks)0 Malic0Enzyme0(1e3)0

Asp0Transcarba7Moylase0(3d7s)0

Thr0Synthase0(1e5x)0 Glu0Dehydrogenase0(1nr7)0

Arg0Kinase0(3ju5)0Phosphoribosyl0Transferase0(1xL)0 Tyr0Phosphatase0(2hnp)0
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call critical residues

identify 
communities (GN)

res 1: 11  LYS A
res 2: 25  GLU A
res 3: 136 ASP A
res 4: 204 ASN A
       .
       .

weigh edges using
motion vectors
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