PDB (~40854)

Mult. conformations (975)

Human (188)

Single conformation (5944)

Filtered and aligned proteins* (6919)

* Distinct proteins corresponding to successful STAMP alignments performed on
sequence-identical structures such that

1) there were at least 4 high-quality structures in the alignment

2) each structure was an X-ray structure with resolution <= 2.8 and R-Free <= 0.28



