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Correlation of DEX gene signature expression
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Cell types across samples
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Deconvolution

Deconvolution using least-square fit.
@ 5 cell types, control vs all-astham
@ 5 cell types, control vs severe-asthma
© 3 cell types, control vs all-asthma

Q 3 cell type, control vs severe-asthma

For FDR<0.05, all above comparisons have no significant genes identified; while FDR <
0.1, the last(4th) comparison finds: DEFA3, DEFA1 and RPS4Y1(ribosomal protein) in
Microphase cell line.
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Cell type fraction distributions
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Signature gene expression value in Disease
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