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Coefficients of orthologs on fly iPDPs
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Figure 6
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Figure 7A
Ribosomal genes: coefficients over conserved (iPDP)
and specific (ePDP) meta-patterns
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Figure 7B
Signaling genes: coefficients over conserved
(iPDP) and specific (ePDP) meta-patterns
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Top 10% orthologous genes have most

negative coefficients on 2"®iPDP; i.e., F|g ure 8
fast growing pattern

DNA replication
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fly p<4.5e-6)
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