~100 fusion supporting
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Filtration Cascade

Module
Mis-alignment filters
Large and small scale homology, Repeat masker filters ~0.35K
Random pairing filter
Abnormal Insert Size filter ~0.1K

Mis-alignment and random pairing filters

Ribosomal filter, Expression Consistency filters ~0.5K

Other filters

PCR filter, Annotation Consistency, Splice-Junction filters ~0.05K
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