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CNV overlap with genomic elements
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DEL overlap with genomic elements

Z 
Sc

or
e

−1
5

−1
0

−5
0

5

Pseudogene	
  	
  	
  	
  	
  CDS	
  	
  	
  	
  	
  	
  	
  UTR	
  	
  	
  	
  	
  	
  	
  	
  Exon	
  	
  	
  	
  	
  	
  Intron	
  	
  	
  lincRNA	
  ENCODE.U	
  Sensi6ve.nc	
  Conserved	
  
	
  

*	
  

*	
   *	
  
*	
   *	
  

*	
  

*	
  

*	
  

*	
  

*	
  pvalue	
  <	
  0.01	
  



DUP overlap with genomic elements
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INV overlap with genomic elements
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INS_ALU overlap with genomic elements
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INS_LINE1 overlap with genomic elements
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INS_MT overlap with genomic elements
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INS_SVA overlap with genomic elements
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