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Comparing Pseudogenes
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Completed
Organism Total Biotype Distrbution = ENCODE Functional Maﬁual
Pseudogenes Proc.essed Duplg:ated Genomics Data Annotation
Human 12,358 v v
Worm 911 159 566 | v v
Fly 145 109 | v v
Zebrafish 229 2 177 | v v
Macaque 11,136 X X
Mouse 13,169 7811 v X
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Insertion Deletion Stop
Human 4.4 4.9 2.4
Worm 25.8 7.45 2.5
Fly 7.9 12.7 1.1
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Number of Paralogs per Gene
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Translation Candidates Biotype @ Coexp pVal % Similarity Defect Tnx Polll AC TF
Coef CDS/UTR
SLIT-ROBO Rho GTPase ac- Duplicated 0.80 5.9E-7 58 / 50 ins v - v - 0 4
tivating protein 2B pseudogene
PRKY-004, Y-linked protein Duplicated -0.14 0.42 96 / 51 ins/del v v - 4
kinase pseudogene 4
Fer-1-like 4 (C. elegans), Unitary -0.38 0.03 62 / 32 ins/del v - v - ! i\l
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The pseudo-verminator

Cristina



Mouse - where are we now

* previous release vs current release
* pipeline consistency

 data available



Functional data integration

transcription
translation

activity



Vertebrate context

mouse strains
rat, primates, other mammals
orthologs, syntenic regions

pseudogene phylogenetic tree vs gene tree



ToDo’s



Loss of function

Suganthi






Acknowledgements

Gerstein Lab Pseudogene Subgroup
Rachel & Mark D

Adam, Tim & Jen



