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Tuschl exRNA-seq

ovary smallRNA-seq



strategy
• map reads to genome using 20nt seed (i.e. don’t 

penalise for mismatches due to adapter) 

• retain only unique maps from sense strand with 22 
matched bases at the start of the read 

• remove first 22 bases and any 3’ poly-A’s and 
select top two potential adapter sequences 

• keep the longest of these two adapter sequences
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command line
bowtie2 --no-head -p 8 --local -D 15 -R 2 -N 0 -L 20 -i S,1,0.75 -k 2 --upto 10000000 -x hg19 -U SRR822433.fastq 
| awk '{if ($5==255) print $0}' | awk '{if ($2==0) print $3"\t"$4"\t"$6"\t"$10}' | grep "[[:space:]]22M[0-9]
[0-9]S" | awk '{print substr($4,23)}' | sed 's/[A]*$//' | sort | uniq -c | sort -rnk 1 | awk '{if ($1 > 99) print 
$0}’ | tee > SRR822433.potentialAdapters | head -n 2 | awk '{print length, $0}' | sort -nr | head -1 | awk 
'{print $3}’ !
1) map using bowtie 
2) use only unique mapped reads on +ve strand 
3) use only reads with 22 matched reads at 5’ end 
4) remove first 22 bases and any 3’ A’s 
5) count unique potential adapters and save to disk 
6) of the top 2 most abundant candidates, keep the longest
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  38650 TGTGTTCGTATGCCGTCTTCTGCTTG 
  21276 GTGTTCGTATGCCGTCTTCTGCTTG 
   3884 ATGTGTTCGTATGCCGTCTTCTGCTTG 
   3188 TTGTGTTCGTATGCCGTCTTCTGCTTG 
    410 AATGTGTTCGTATGCCGTCTTCTGCTTG 
    340 TGTTCGTATGCCGTCTTCTGCTTG 
    315 GTGTGTTCGTATGCCGTCTTCTGCTTG 
    249 ATTGTGTTCGTATGCCGTCTTCTGCTTG 
    155 TTTGTGTTCGTATGCCGTCTTCTGCTTG 
    132 TGTGTTCGTATGCCGACTTCTGCTTG

## SRR822433 
## actual adapter = TGTGTTCGTATGCCGTCTTCTGCTTG

## SRR822462 
## actual adapter = TCCACTCGTATGCCGTCTTCTGCTTG

  90524 TCCACTCGTATGCC 
  13724 TTCCACTCGTATGC 
  12082 CCACTCGTATGCCG 
   3721 ATCCACTCGTATGC 
   2711 TTTCCACTCGTATG 
    763 CTCCACTCGTATGC 
    684 GATCCACTCGTATG 
    505 GTCCACTCGTATGC 
    485 CTTCCACTCGTATG 
    425 ATTCCACTCGTATG

## SRR822462 
## actual adapter = TCTCCTCGTATGCCGTCTTCTGCTTG

 153092 TCTCCTCGTATGCCGTCTTCTGCTTG 
  53881 CTCCTCGTATGCCGTCTTCTGCTTG 
  10001 ATCTCCTCGTATGCCGTCTTCTGCTTG 
   8028 TTCTCCTCGTATGCCGTCTTCTGCTTG 
   1329 AATCTCCTCGTATGCCGTCTTCTGCTTG 
    685 TCTCCTCGTATGCCGTCTTTTGCTTG 
    629 ATTCTCCTCGTATGCCGTCTTCTGCTTG 
    502 GTCTCCTCGTATGCCGTCTTCTGCTTG 
    482 TTTCTCCTCGTATGCCGTCTTCTGCTTG 
    400 TCTCCTCGTATGCCGTCTTCTGCTTGG


