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Results and Examples from
the Relaxed List

e 9882 individual MS hits (events) uniquely
match to pseudogenes but not known
proteins or splice variants.

 Among which 1430 annotated as transcribed.



Example 1:

TranscriptiD J,FiIePath peptideSequence previous. start stop SequenceName RankCount Type Transcribed

ENSTO0000531139 A_MCF7_01.mgf AAGTCPAAAR M 1 11 Human_pgene_chrl1l_ORF3_ENST00000531139_plus_94800389_94801232_Pgenc 1 PSSD TRANS_YES

* AAGTCPAAAR, previousAA: M

— Detected in one cell line

— Matches to pgenes but not known proteins or
splice variants

— Pgene: ENST00000531139, was Transcribed PSSD;
retired? (ensembl)

— Parent gene: ENSTO0000358156

Exons  [Altemating exons | |Altemating exons | |Residue overap splice site |
MSYGRPPPDVEGMTSLKVDNLTYRTSPDTLRRVFEKYGRVGDVYIPRDRYTKESRGFAFV
RFEDKRDAEDAMDAMDGAVLDGRELRVOMARYGRPPDSHESRRGPPPRRYGGGGYGRRER
SRSRSRSRSRSRSR

Pgene AA sequence has no overlap at all with the parent gene.



Example 2:

AAQLALR, previousAA: R

— Detected in multiple cell lines multiple replicates

— Matches to pgenes but not known proteins or
splice variants

— Pgene: ENST00000469993, known as PSSD,
although TRANS NO (what cell line?)
— Parent gene: ENST00000273223

Exons |Altemating exons | lAltemating exons | |Residue overap splice site |

MAALRPLVKPKIVKKRTKKFIRHQSDRYVKIKEEFALCTDANPPVYYFLORNWRKPRGID
NRVRRRFKGOILMPNIGYGSNKKTKEMLPSGFRKFLVENVKELEVLLMCNKSYCAEIAEN
VSSKNRKAIVERAAQLAIRVTNPNARLRSEENE

I



Results and Examples from
the Strict List

* More strict restrictions:

— Number of events detected (at least two)
— Must be TRANS YES

‘ 303 unique peptide sequences left



Example 3 from a more strict list

* ALTFWNEEIVPQIK, previousAA: R
— Detected in 3 replicates of HepG2

— Matches to pgenes but not known proteins or
splice variants

— Pgene: ENST00000526979, transcribed PSSD
— Parent gene: ENSTO0000334828

Exons  [Altemating exons | |Altemating exons | [Residue overnap splice site |
MAAYKLVLIRHEGESAWNLENRFSGWYDADLSPAGEHEEAKRGGOALRDAGYEFDICETSVY
KRAIRTLWTVLDAIDOMWLPVVRTWRLNERHYGGLTGLNKAETAAKHGEAQVKIWRRSEYD
VPPPPMEPDHPFYSNISKDRRYADLTEDQLPSCESLEDTIARALPFWNEEIVPOIKEGKR

I
VLIAAHEGNSLRGIVKELEGLSEEAIMELNLPTGIPIVYELDKNLKPIKPMOQFLGDEETVR
KAMEAVAADQGKAKK



Example 4 from a more strict list

* FRVSPDLLLWR, previousAA:

— Detected multiple times

— Matches to pgenes but not known proteins or splice
variants

— Pgene: ENST00000521412, transcribed, PSSD
(different annotation: ensembl - transcribed unprocesse:!

— Parent gene: ENST0O0000316519

Exons  |Altemating exons | [Altemating exons | [Residue overdap splice site |
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MSKEERPGREEILECOQVMWEPDSKKNTOMDRFRAAVGAACGLALESYDDLYHWSVESYSD
FWAEFWKFSGIVFSRVYDEVVDTSKGIADVPEWFKGSRLNYAENLLREKENDRVALYIAR
EGKEEIVKVTFEELRQEVALFAAAMRKMGVKKGDRVVGYLPNSEEAVEAMLAAASIGAIW
SSTSPDFGVNGVLDRFSQIQPKLIFSVEAVVYNGKEHNEMEKLOOVVKGLPDLKKVVVIP
YVSSRENIDLSKIPNSVFLDDFLATGTSEQAPQLEFEQLPFSHPLFIMFSSGTTGAPKCM
VESAGGTLIQELKEHLLEGNMTSSDILLCYTTVGWMMWNWMVSLLATGAAMVLYDGSPLV
PTPNVLWDLVDRIGITVLVTGAKWLSVLEEKAMKPVETHSLOMLHETILSTGSPLKAQSYE
YVYRCIKSSILLGSISGGTDIISCFMGENFSLPVYKGEIQARNLGMAVEAWNEEGKAVWG
PeARTVATK DT DANDTURLWNNRNANKVERAVERQK PDATWANANVAR TNDR TAATUMT AR A



