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Outline	  

•  Parent	  genes	  on	  Y	  
•  Parent	  genes	  on	  X	  
•  Linear	  regression	  



Parent	  genes	  on	  Y	  



Some	  observa>ons	  in	  human	  

Ques>on:	  Are	  these	  high	  freq	  parent	  genes	  highly	  expressed,	  in	  specific	  >ssues?	  	  

•  14	  Unique	  Human	  Parent	  Transcript	  IDs	  on	  Y	  
As	  seen	  before:	  



Some	  observa>ons	  in	  human	  

•  High	  freq	  parent	  genes	  on	  Y:	  
– CDY1,	  USP9Y,	  RBMY1A1	  and	  TSPY1	  have	  high	  
number	  of	  pseudogenes.	  

– All	  four	  (highly)	  expressed	  in	  tes>s,	  i.e.	  germline	  
>ssue	  (based	  on	  RNA-‐seq	  Body	  Map).	  

•  Low	  freq	  parent	  genes	  on	  Y:	  
– All	  are	  Y-‐linked.	  
– All	  expressed	  in	  tes>s,	  except	  FAM197Y1,	  which	  is	  
expressed	  in	  adrenal	  gland	  (RNA-‐seq	  data).	  	  



Parent	  genes	  on	  X	  



•  From	  literature:	  “The	  Y	  chromosome	  has	  been	  shown	  to	  
recruit	  male-‐specific	  ganes,	  whereas	  a	  few	  individual	  X-‐
linked	  genes	  have	  male	  specific	  duplicate	  counterparts	  on	  
autosomes.”	  “Some	  male-‐specific	  genes	  appear	  to	  be	  
enriched	  on	  the	  X	  chromosomes.”	  [1]	  

•  Rough	  look	  of	  parent	  genes	  on	  X:	  
	  No	  Y-‐linked	  func>ons	  have	  been	  found	  

enriched.	  	  



High	  freq	  parent	  genes	  on	  X	  



Linear	  regression	  



Regressions	  

•  #Genes	  vs.	  #Parents	  
•  Size	  of	  chromosomes	  vs.	  #Pseudogenes,	  PSSD	  or	  DUP	  
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DUP	  
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DUP	  
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Reference:	  	  
Rough	  summary	  from	  their	  work	  (ctd)	  

•  Linear	  regression	  results	  (Y	  was	  not	  included):	  


