
  
  

  

  
  

  

  
  

  

  
  

  

  
  

  

  
  

  

Human 
Worm 
Fly 
Processed 
Duplicated 
Other 
Yes 
No 
Active 
Quasi 
Active 
Dead 

A!
Q!
D! 92

!
80

 
63
!

17
 

12
 

10
 

2 

78
4 

64
4 

24
 

62
 

14
0 

4 13
9 

33
3 

26
8 

17
1 

97
 

65
 

43
 

22
 

10
00

7 

75
08

 
14

3 
73

65
 

24
99
!

20
 

24
79
!

9!
6!

3  3 

3 
3 0 

0 
0 

0 0 

0 
0 0 

54
 

18
 

14
 

4 

36
 

19
 

17
 

45
!

6 
4 2 

39
!

11
 

28
!

50
!

21
!

18
!

3 

29
 

26
 

3 

10
5 

23
 

13
 

10
 

82
 

61
 

21
 

15
1 

47
 

32
 

15
 

10
4 

65
 

39
 

60
5!

36
 

21
 

15
 

56
9!

29
0 

27
9!

              

87
6!

10
34

0!

15
5!

75
6! 9! 99
!

  

 Q (8674) 

    

A! D!

  

 Q (614) 
    

A! D!

  

 Q (77) 

    
A! D!

Biotype 

Transcription 
Evidence 

Pol II  
Binding 

Open 
Chromatin 

TF 
Binding 

Activity 
Level 

Distribution 531 345 8184 1813 343 29 62 124 364 268 1 1 11 79 9 64 7 
11216! 911! 108!Total 

    RpS6 Processed pseudogene   
    RpS6 Gene 
T  RpS6 Transcribed pseudogene 
    RpS6 Duplicated pseudogene 

T!

I        II       III      IV       V      X   !1       2        3      4       5       6        7       8      9       10      11      12       13!

14    15      16    17     18     19      20     21     22      X       Y      ! 2L    2R    3L   3R     4    U     X!

Rhod

Rreg

Igd

Znf

IgV

L21e

KRAB

L7Ae

Ifs

HMGb

Pkd

Miro

Ras

L23

L23N

Ubiq

RINGf

L30p

L31e

S2

S5N

S5C

WD40

N

S3Ae

S26e

Tyr

EF-TU

L30N

UCH

L22p

Uqcon

L44

Actin

ZfB

Tub

TubC

L11

L11N

HMb

HeliC

DEAD

ARF

S8

EF-TU2

Nuc

LecC

Fbox

Srx

Srw

Srh

Str

FTH

Sri

Srj

MSP

Srt

Srd

kin

CK2

� ' - #

� 0 $ &

� & #

� , %

� & �

� � � $

� � � �

� 	 � $

� % 1

� � � !

� * #

� ( 0 -

�  1

� � �

� � � �

� ! ( /

� � � � %

� � � .

� � � $

� �

� � �

� � 

� � � �

�

� � � $

� � � $

� 6 0

� � � � �

� � � �

�  �

� � � .

� / " - ,

� � �

� " 2 ( ,

� % �

� 3 !

� 3 ! 

� � �

� � � �

� � !

� $ + ( 

� � � �

� � �

� 


� � � � � �

� 3 "

� $ " 

� ! - 5

� 0 5

� 0 4

� 0 '

� 2 0

� � �

� 0 (

� 0 )

� � �

� 0 2

� 0 #

* ( ,

 � �

� � �

� 
 � �

�  � � 	

� � � �

4
1

4
7
tm

3
2

3
5
R
R
M

2
1

1
8

0
IG

5
1

1
7

6
T
F

2
1

7
1
IG

1
4

4
R
ib
o

1
3

2
T
F

1
3

2
R
ib
o

1
2

3
S
tr
u
c
t

1
1

7
T
F

3
2

9
3
K
in

9
3
P
lo
o
p

9
3
P
lo
o
p

8
6
R
ib
o

8
6
R
ib
o

8
4
U
b
iq

8
3
T
F

8
2

!

8
2
R
ib
o

7
6

!

7
4

!

3
7

1
!

7
1

6
9
H

6
8
R
ib
o

6
8
R
ib
o

6
6
G
A
P
D
H

1
6

4
R
ib
o

1
6

4
R
ib
o

6
2
S
tr
u
c
t

6
1
G
A
P
D
H

6
0
R
ib
o

5
9
R
ib
o

2
5

8
K
in

2
1

5
8

!

5
8
P
lo
o
p

5
7
R
ib
o

1
5

5
U
b
iq

5
5
R
ib
o

5
4
U
b
iq

5
4
R
ib
o

5
3
S
tr
u
c
t

5
0
T
F

4
9
S
tr
u
c
t

4
9
S
tr
u
c
t

4
8
R
ib
o

4
8
R
ib
o

4
7
T
F

4
6

!

2
4

5
P
lo
o
p

2
3

4
4
P
lo
o
p

4
4

!

1
4

3
P
lo
o
p

4
3
R
ib
o

4
2
P
lo
o
p

1
4

2
!

4
1

!

4
1
S
tr
u
c
t

9
2

2
!

3
1

0
1

2
K
in

6
9

U
b
iq

1
7

8
!

2
4

2
7
tm

2
6

1
7
tm

7
4

7
tm

4
6

7
tm

2
3

U
b
iq

2
0

7
tm

1
7

7
tm

1
6

S
tr
u
c
t

1
3

7
tm

1
1

7
tm

7
!

6
!

6
!

3
0

 
7
S
A
P

1
0

 
6
M
o
to
r

1
0

 
 

!

9
 

 
K
in

8
 

1
!

R
h
o
d

R
re
g

Ig
d

Z
n
f

Ig
V

L
2
1
e

K
R
A
B

L
7
A
e

If
s

H
M
G
b

P
k
d

M
ir
o

R
a
s

L
2
3

L
2
3
N

U
b
iq

R
IN
G
f

L
3
0
p

L
3
1
e

S
2

S
5
N

S
5
C

W
D
4
0

N S
3
A
e

S
2
6
e

T
y
r

E
F
-T
U

L
3
0
N

U
C
H

L
2
2
p

U
q
c
o
n

L
4
4

A
c
ti
n

Z
fB

T
u
b

T
u
b
C

L
1
1

L
1
1
N

H
M
b

H
e
liC

D
E
A
D

A
R
F

S
8

E
F
-T
U
2

N
u
c

L
e
c
C

F
b
o
x

S
rx

S
rw

S
rh

S
tr

F
T
H

S
ri

S
rj

M
S
P

S
rt

S
rd

k
in

C
K
2

A 

B C 

D CDS Similarity (%)

45 55 65 75 85 95

0
.8
0

0
.8
5

0
.9
0

0
.1

0
.2

0
.4

F
r
a
c
ti
o
n
 o
f 
P
r
o
c
e
s
s
e
d
 P
s
e
u
d
o
g
e
n
e
s
 (
W
o
r
m
 &
 F
ly
)

F
r
a
c
ti
o
n
 o
f 
P
r
o
c
e
s
s
e
d
 P
s
e
u
d
o
g
e
n
e
s
 (
H
u
m
a
n
)

0
.3


