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region 1 annotation

MicroRNA miR-137 regulates neuronal
miR-137 CBC vs. * maturation by targeting ubiquitin ligase

mind bomb-|
miR-1298 CBC vs. HIP.STR possible target: NCAM|
miR-448 CBC vs. HIPAMY, STR
miR-1264 CBC vs.STR possible target: calmodulin regulator
miR-1911-5p CBC vs. HIP possible target: DISCI, MAP3K /2
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region 2
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region 2 annotation

miR-133a CBC vs. HIP muscle / Ca+ channel (KCNQI)

miR-203 MD vs. DFC, IPC,AIC epidermal?

CBC vs. OFC, DFC,

miR-448 VEC,SIC,IPC,AIC,STC

miR-449a/c STR vs. MD Delta/Notch signalling & multiciliogenesis

miR-2682 CBC vs. * possible target: NOTCHI, HNI|

CBC vs. [most]
MD vs. CTX

ribosome / TF / zinc finger

miR-3545-3p
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