Main paper
1) CC (NB) simple hierarchy
2) TF model? (with Zhiping & Roderic?)

3) KY enhancers

4) LL micro-figure: SNV vs. association

5) Some co-association work here (KY, NB, Manoj+Anshul)

Nets paper (4-6 fig.)

1) co-assoc

a. Simple co-association

i. KY grid figure (STATS)

ii. Manoj?

b. Manoj and Anshul conditional co-association

c. ????

2) 6/16 Figure showing hierarchy levels, network motifs (inspired by worm paper)

a. Draw hierarchy with microarray data (K562, GM12878) (NB, CC)

i. Should the network be weighted?

b. Find correlations between hierarchy levels (e.g. using TF models & gene expression) (ncRNA (RM) vs. prot. coding genes) 

c. Motifs (KKY) [maybe more than one subfig.]

3) Ideas for Figure 3

a. TFs on same level to have additive effect

b. Coassociation between levels (NB+Manoj)

i. TF model

c. TF vs. functional modules and complexes (RM, CC)

d. Network dynamics (KKY)

e. Phosphorylation (FBL) + microRNA ppi (degree of phosphorylation for each TF)

f. Co-association levels

g. Separate edges into enhancer vs. promoter edges

4) Variation figure

a. EK, XJM – TF variation and binding sites (PPI-like hairball)

b. JCW - Conditional allele network 

c. LL – SNV and cancer 

