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DISCOVERY OF NOVEL TARS
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MIN-GAP MAX-RUN ALGORITHM:

r(g) =

z(g)

z. = quantile(Z,0.05)
VZ(g) > 0

re = 2% — 1
IL| = 0.129K

Logr = ‘E‘ e
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| HRESHOLD DEFINITION

il alg) = loga(r(g) +1)

* From exon expression values:

* Determine the median value of each exons:

« Compute the 5th percentile of expressed exons:
» Compute the corresponding RPKM value:

» Consider the median length of GENCODE exons:

* Define threshold (normalized per million mapped reads):



RESULTS
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DIFFERENTIAL EXPRESSION
(PRELIMINARY)
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EXAMPLE (ZOOM-OUT)
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ANOTHER EXAMPLE
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FUTURE STEPS

* Analyze “intronic”,"UTR", and intergenic novel TARs

» Classity them with IncRNA to determine their “non-coding”
potential
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