Effects of Repeat Annotation
on Blast Results

Blast Command: blastall -p tblasth -m 8 -z 3.1e9 -e .1 ... (version: 2.2.13)

Blast ENSP00000375570 against human genome release 55:

ENSP00000375570 1 + 77207154 77207552

ATGGTGGACGCCCGTCCGCCCACTAAGCTCAAGCGTCCTAGGTCGACTTCAGACCACTGTGCTGGCAGCAAGAATTTCAAGCTAGTGGATAT
TAGCTTACTGGGTTTTGTAGAGGTGGAATCCACTGAGCTAGACCACTTGTCTCCCTGGCTTCAGCCCCCTTTCCAGGAGAGTGACCGGTTTT
GTTTCACTGGCATTCCAGGCGCCACTGGGGTATGAAAGAAAAACTCCTGCAGCTGGTTCAGTGTCTTCCCAAACGGGCACCCAGTTTTGTG

CTTGAAACTTAGGGCCCTGGTGGTGTAGGCACCCAAAGGAATCACCTCGTCTGTGGGTTGCAAAGACCGTGGGAAGAGTGTAGTATCTGGG

CAGAAATGCACTGTTCCTCAAAGCAGAGTCCCT

Same region in human genome release 59:
ENSP00000375570 1 + 77207154 77207552
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No blast results returned for ENSP00000375570 when blast human genome
release 59, hence no p-gene will be derived from that protein.




Summary on Chromosome
1

Total missing p-genes

(474)
Protein removed in Missing blast results
Other
new releases due to repeat (47)

(220) (207)




Inconsistency?
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Simple Nucleotide Polymorphisms (dbSNP build 132) Found in == 1% of Samples
Common SNPs (132) |

Release 55:
CTGTATTTCCTCTTCNNNNNNNNNNNNNNNNNNNNNGAGATGGAGTCTCACTCTGTCGCCCAGGCTGGAGTGCAGTGACGCAATCTCGGCT
CACTGCAAGCTCCGCCTCCGGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTACCTGGGACTACAGGTGCCCGCCACCACACCTGG

CTAATTTTTTGTATTTTGTAGTAGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTCTCAATCTCCTGACCTCCTGATCCACCCGCCTCGGCC
TCCCCAAGTGCTGGGATTACAGGCGTGAGCCACCACGCCcCcGGeCT
Release 59:
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