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Diff(isoform_composition) of all multi-iso genes

in early_embryo VS Young_Adult

Avg(Diff)= 0.0694
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Repeatmasker — m

Repesting Elsments by Repeatmaske-r"

cluster_ID #reads
3085 944
early_embryo | 3085 944
3085 98
young_adult 3085 98

transcript_ID
Genelet0903_g12_x31_ | m
Genelet0903_g28 %31 | m
Genelet0903_g12_x31_ | m
Genelet0903_g28 x31 | m

relative rpkm rpkm
09812450 |6.84616000
0.0187553 | 0.13541500
0.0060547 | 0.00990998
0.9939450 | 1.68352000
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PolyA nano
daf 3_sp1 47 44 24 8 8 Y 8 38 30
daf 3_.sp2 84 89 61 6 12 Y 9 78 69
daf_3_sp3 1541571329 20 Y 14 147133
daf_3_sp4 1731451278 35 Y 21 148127
Total nano
daf 3_sp1 97 1498 8 Y 8 123115
daf_3_sp2 1862956 6 Y 6 240234
daf_3_sp3 4867309 9 Y 9 608599
daf_3_sp4 3675878 8 Y 8 477469
499 F25E2.5¢c  0.168093  0.988016  -8.0184
499 F25E2.5b  0.670995  3.61116 -8.0184
499 F25E2.5a  0.160912  0.955515  -8.0184
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Fepeat ing Elements by RepeatMasker

daf 9 sp1
daf 9 sp2

PolyA nano
daf 9 sp1
daf 9 sp2

Total nano
daf 9 sp1
daf 9 sp2

T13C5.1a
T13C5.1a+T13C5.1b

/4 83 656 5 &5 Y &5 74 69

176 156 1557 11 Y 9 162 153
359 615 5 5 Y b5 487482
6891246 7 7 Y 7 967 960

1 152 T13Cb.1a 0.783689 216758  -7.46984
1 152 T13C5.1b 0.216311 0.636172 -7.46984
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