
Scoring TFs 

1 

Zhi John Lu 

Metadata: http://spreadsheets.google.com/pub?key=tSbg0duLmaNLzUZW-EMP_vA&output=html 



2 

0.00% 
1.00% 
2.00% 
3.00% 
4.00% 
5.00% 
6.00% 
7.00% 
8.00% 

P
H

A
4_

E
ar

ly
_E

M
B

 
P

H
A

4_
La

te
_E

M
B

 
P

H
A

4_
E

M
B

 
P

H
A

4_
L1

 
P

H
A

4_
S

ta
rv

ed
_L

1 
P

H
A

4_
L2

 
P

H
A

4_
L3

 
P

H
A

4_
YA

 
H

LH
1_

E
M

B
 

LI
N

13
_E

M
B

 
M

E
P

1_
E

M
B

 
C

E
H

30
_L

at
e_

E
M

B
 

B
LM

P
1_

L1
 

E
G

L2
7_

L1
 

E
LT

2_
L1

 
E

LT
3_

L1
 

M
D

L1
_L

1 
S

K
N

1_
L1

 
TB

X
2_

L1
 

U
N

C
13

0_
L1

 
A

LR
1_

L2
 

C
E

H
14

_L
2 

LI
N

11
_L

2 
N

H
R

6_
L2

 
E

O
R

1_
L3

 
H

LH
8_

L3
 

LI
N

15
B

_L
3 

E
G

L5
_L

3 
LI

N
39

_L
3 

M
A

B
5_

L3
 

N
H

R
10

5_
L3

 
P

Q
M

1_
L3

 
D

A
F1

6_
L4

 
G

E
I1

1_
L4

 
P

E
S

1_
L4

 

1E-05 

1E-03 

0.05 

# of 
Peaks 

BP 
Coverage 

5,000 

10,000 

15,000 

20,000 

25,000 

7% 
6% 
5% 
4% 
3% 
2% 
1% 
0% 

28 TFs (35 data sets) 

q-val. cutoff: 

Ave.  
Length 
(BP) 



Overlapping Peaks 
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Total Coverage of Genome 
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