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Counts

GENCODE v3b: Number of alignment pairs
MIN (blockSize) = 100, Total number of alignment pairs = 9432
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Pseudogene transcription: how to select
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Threshold = 0.1

Alignment pairs Expressed Not expressed
0 3005

1to 10 2945

>10 818

Notes:

Final number; considered expressed
Apply PseudoSeq (evaluate all alignment pairs)
— Expression (pgene) >> Expression (gene) }

Considered

— Discordant expression pattern expressed

— Concordant expression pattern
Too many alignment pairs; evaluation not feasible
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Nane: ENSGOB806218426_ENSTB00888492974_1, Length: 478, %ID: 98.9, APC: 8,866, APHC: B8.566
Scale [8,88 213,921, Average: 35.16
Scale [8,88 213,921, Average: 38,26
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Nane: 15030_ENST! 730_1, Length: 635, %ID: 98.6, APC: 8,929, APHC: 8,362
Scale [8.82 118,781, Average: 26.60
Scale [8,.82 118,781, Average: 27,28
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Nane: ENST! 427242_1, Length: 528, %ID: 97,7, APC: 8,918, APHC: -8,657
Scale [0,80 392,641, Average: 28,44
Scale [8.88 392,641, Average: 59,27
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Nane: ENS

Scale [8,.808 114,791, Average:
Scale [0.80 114,791, Average:
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18754_ENST 462885.1, Length: 511, %ID: 99.8, APC: 0,884, APHC: 6,115
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Nane: ENSGO0800231991_ENSTO0080426153_1, Length: 585, #ID: 98.5, APC: 0,908, APHC: 8,244

Scale [8,81 59,141, Average:
Scale [8,.81 59,141, Average:
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Nane:

Scale [08.38 149,
Scale [0.30 149,
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43_ENST 412502_1, Length: 277, %ID: 95.7, APC: 0,838, APHC: -8,161

431, Average: 20,65
431, Average: 38.26
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